
logo MGKFFQFR I
TTPQLKP IQVGFFWQENTAC IVYFEQEQPHTFYFSSKVEADSFLQQFPFNYQL IQGI SHQHIWRKTL I LPEL

NTDB id 205175 A2U20 RS03465 WP 021112067.1 MGKFFQFRITPQLKPIQVGFFWQENTACIVYFEQEQPHTFYFSSKVEADSFLQQFPFNYQLIQGISHQHIWRKTLILPEL 80
NTDB id 1377 A4U84 RS02030 WP 021113429.1 MGKFFQFRTTPQLKPIQVGFFWQENTACIVYFEQEQPHTFYFSSKVEADSFLQQFPFNYQLIQGISHQHIWRKTLILPEL 80
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HSHLKQAEQI IRVLKQSLPLALSEVNIDYHITPLAESHLCQLNLYALRKSNSFDPTAI LDCELYCLLRAVGFLTKMTETQ
NTDB id 205175 A2U20 RS03465 WP 021112067.1 HSHLKQAEQIIRVLKQSLPLALSEVNIDYHITPLAESHLCQLNLYALRKSNSFDPTAILDCELYCLLRAVGFLTKMTETQ 160
NTDB id 1377 A4U84 RS02030 WP 021113429.1 HSHLKQAEQIIRVLKQSLPLALSEVNIDYHITPLAESHLCQLNLYALRKSNSFDPTAILDCELYCLLRAVGFLTKMTETQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I LEHSFHIQDKF IHFQNQRI IVEKQNNSTKP I I EVDGLPQAQHLPHFYPYL IALGASLWNGKAS I
NTDB id 205175 A2U20 RS03465 WP 021112067.1 ILEHSFHIQDKFIHFQNQRIIVEKQNNSTKPIIEVDGLPQAQHLPHFYPYLIALGASLWNGKASI 225
NTDB id 1377 A4U84 RS02030 WP 021113429.1 ILEHSFHIQDKFIHFQNQRIIVEKQNNSTKPIIEVDGLPQAQHLPHFYPYLIALGASLWNGKASI 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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