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NTDB id 113 BSU 40900 NP 391970.1 QNNQ...RRNQ.GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
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