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NTDB id 20435 MJ RS04150 WP 010870284.1 AIIGALFAIPIFGLKIGRMFLISAVTMTIGVLAYYTILKFAPGIFS 299
NTDB id 57 MMJJ RS05245 WP 104837972.1 GLFGLFFAVPLFGLKVNRMIITCAVCMTFAIGTFYAVLRLTGLLFA 298
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