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NTDB id 204327 BMF34 RS03220 WP 003100091.1 MSDNRSHLEEKYTWDLSTIFASDRDWEMELNVLVKQVEEAKKWAGHLVESASNLLTITEIELDLSRRIETVYVYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !!!!!*!!!!!!!!!!*!!!!*! !!! ! ! * ! *!!!!**!! !!! !!* * ! !!*! *!!!!*!!!!

logo QDTTVAGKLYQEYQAKASANLYASKQFLSEAVFASFYFYEPEFMALDEADDKKFLAQEQFKLEKEQEPSGKLGNDLYDRHFYFDEKRLLAHNSKDKHVLSQAEAEEELLAAGA
NTDB id 204327 BMF34 RS03220 WP 003100091.1 QDTTVAKYQEYQAKASALYAKFSEVFSFYEPEFMALEADKFQQFLKEESKLNDYRHFFDKLLHSKKHVLSQAEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!!* !!!!!!!!! !! !! ! **!!!!!!!* ! ! !* ! ! !*!**!!* ! !!!!! !!!!!*!
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NTDB id 204327 BMF34 RS03220 WP 003100091.1 QEIFNGAEETFSIFDNADVIFPTVMDDKGQEVEITHGNFISLMESKNRKVRQDAYEGLYSTYEQFQHTYAKTLQTNVKVQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!!!!* *!! * !!!!**!! ! ! ! !!*!!!!!!*!!!!! ! *! !!!**! !!!!!!!!!! !!! !!!*

logo NFYKQAKRVHRHKYDNSARHAALMASANF IPESVYDSTLLETASVHNKHLPLLHRYLDKLRKQEKI
VLGLDNEQLKMYDVYTPLSAETDELTAS ILPTYDEEQAS ILEK

NTDB id 204327 BMF34 RS03220 WP 003100091.1 NFKARVHKYDSARHAAMSANFIPESVYDTLLTAVHKHLPLLHRYLKLRQEILGLNQLKMYDVYTPLSATDLSIPYDQAIE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !* !*!**! !!!!!!* !!!!!!!!!!*!! !*!!!!!!!!!! !! *!!! !!!!!!!!!!! !* **!* *

logo KAEEKVLAS I FGDEEYASKGHVHAHAFATDERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDNTLDNLMFTLVHETGHSLHSTFTRQT
NTDB id 204327 BMF34 RS03220 WP 003100091.1 KAEKVLSIFGDEYAKHVHHAFADRWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDNLDNMFTLVHETGHSLHSTFTRQT 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!! !! !!!*!! !*!!*!! *!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!

logo QPYVYGDYPS I FLAE IASTTNENI LTEATLLKNEVEKDDKETRFAI LNHYLDGFKRGTVFRQTQFAEFEHAIHEQADAQNSGQI
VLTASDEF

NTDB id 204327 BMF34 RS03220 WP 003100091.1 QPYVYGDYSIFLAEIASTTNENILTEALLNEVEDDKERFAILNHYLDGFRGTVFRQTQFAEFEHAIHQADQNGQVLTSEF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !! !! !!! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !! !!*!! *!
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NTDB id 204327 BMF34 RS03220 WP 003100091.1 LNTLYADLNEKYYGLSKEDNHFIQYEWARIPHFYYNYYVYQYATGFAAASYLANKIVHGEQEDINRYLDYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!!!!!! ! !!!* !!*!! !!!!!! !!!!!!!!!!!!!!!!!! !!!!! !! !! !!!!! !!!!!



logo

E
NVIAKKAGVDMTNETDTYLDNAEAFAKVFEDERLTVELEAKLVEKGAVHLS

NTDB id 204327 BMF34 RS03220 WP 003100091.1 NVIAKAGVDMTNETYLNEAFAVFEERLTELEKLVEKGAHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!!!!!! !! !! !!!*!! !!! !!!!! !!*
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