
logo MEDLFI EHANTDKQSEYLLDKNREAGMLFLMSLAVEQSTKKQHNERKNGGASDLFYHI
L
T
S
S
T
V
AGI

A
L
M
V

E
P
I
P
L
T
S
M
G
L
M
Y
V
I
K
R
F
I
V
N
DGKVDE I

L
V
L
T
R
A
T
K
P
R
Q
V
L
I
A
S
G
N
E
S
K
V
L
A
E
T
P
K
L
P
A
F
M
L
K
S
T
D
E

G
V
P
H
A
D
E
G
S
K
E
M
Q
D
T
I
V
R
T
A
H
E
N
Q
A
R
I
T
L
A
L
V
I
D
E
F
H
Y
G
S
A
E
D
L
M
V
I
T
M
T
D
N
A
E
Q
D
E
Q
A
K
R

Q
Q
R
A
Q
V
K
S
RD
E
F
Y
D
I
K
T
E
Q
R
E
E
N
F
T
K
R
H
LEAMCVTNDLFAS IVFLVSEANRLVDVRPEGNKI

L
N
S
V
E
G
A

NTDB id 1185 GTF74 RS11940 WP 000350195.1 MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFSFELPN.VG 79
NTDB id 1176 A1552VC RS01160 WP 000350195.1 MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFSFELPN.VG 79
NTDB id 1202 PSJM300 01600 AFN76400.1 MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFLETDFSFEVPG.VA 79
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLETDFSFEVPG.VA 79
NTDB id 1020 ACIAD RS04210 WP 011182164.1 MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEEKLETDFSFEVPN.LA 79
NTDB id 1060 ABD1 RS04380 WP 000355489.1 MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEVPN.VA 79
NTDB id 1040 H0N27 RS13360 WP 000355489.1 MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEVPN.VA 79
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEVPN.VA 79
NTDB id 203591 BLL42 RS24915 WP 071555108.1 MEIHSLLKMLASQEGSDLYLSTGAPPTGRFNGVLRTLASEAFKPGEIARIAEALMDAEQRVEFDRELEMNLAVSLVG.VG 79
NTDB id 1177 A1552VC RS01165 WP 000422572.1 MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL.SVADVTALLHAMMDDARQAEFKQTREANFAVVRD..SG 77
NTDB id 1203 PSJM300 01605 AFN76401.1 MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAISARG.IG 79
NTDB id 1019 ACIAD RS04205 WP 004922051.1 MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILNREKNE 80
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NTDB id 1185 GTF74 RS11940 WP 000350195.1 RFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKHILTIE 159
NTDB id 1176 A1552VC RS01160 WP 000350195.1 RFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKHILTIE 159
NTDB id 1202 PSJM300 01600 AFN76400.1 RFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHHILTIE 159
NTDB id 1194 PAKAF RS01995 WP 003084552.1 RFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHHILTIE 159
NTDB id 1020 ACIAD RS04210 WP 011182164.1 RFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDYINNHRYDHILTVE 159
NTDB id 1060 ABD1 RS04380 WP 000355489.1 RFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVE 159
NTDB id 1040 H0N27 RS13360 WP 000355489.1 RFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVE 159
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 RFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVE 159
NTDB id 203591 BLL42 RS24915 WP 071555108.1 RFRVNIFKQRNDVSIVARNIKLDIPRFEDLKLPAVLLETVMLKQGLMLFVGATDSGKSTSLAALIDYRNRHSSGHIITIE 159
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHILTVE 157
NTDB id 1203 PSJM300 01605 AFN76401.1 RFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHIISIE 159
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKGHIITIE 160
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NTDB id 1185 GTF74 RS11940 WP 000350195.1 DPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTSSAAKTIDR 239
NTDB id 1176 A1552VC RS01160 WP 000350195.1 DPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTSSAAKTIDR 239
NTDB id 1202 PSJM300 01600 AFN76400.1 DPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 1194 PAKAF RS01995 WP 003084552.1 DPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 1020 ACIAD RS04210 WP 011182164.1 DPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 1040 H0N27 RS13360 WP 000355489.1 DPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 203591 BLL42 RS24915 WP 071555108.1 DPVEYIHRHKKSIINQREVGVDTRSFHAALKNTLRQAPDVVLIGEIRDRETMEHALAFADTGHLVISTLHAHNANQALDR 239
NTDB id 1177 A1552VC RS01165 WP 000422572.1 DPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNANQALER 237
NTDB id 1203 PSJM300 01605 AFN76401.1 DPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNANQALDR 239
NTDB id 1019 ACIAD RS04205 WP 004922051.1 DPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNANQTLER 240
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NTDB id 1185 GTF74 RS11940 WP 000350195.1 IIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAAHGMQTMEQ 318
NTDB id 1176 A1552VC RS01160 WP 000350195.1 IIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAAHGMQTMEQ 318
NTDB id 1202 PSJM300 01600 AFN76400.1 VVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQTGGSLGMQTLDS 318
NTDB id 1194 PAKAF RS01995 WP 003084552.1 VVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQTGGSLGMQTLDM 318
NTDB id 1020 ACIAD RS04210 WP 011182164.1 IIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSIQTGATHGMTTLDQ 318
NTDB id 1060 ABD1 RS04380 WP 000355489.1 VIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLDQ 318
NTDB id 1040 H0N27 RS13360 WP 000355489.1 VIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLDQ 318
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 VIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLDQ 318
NTDB id 203591 BLL42 RS24915 WP 071555108.1 IINFFPEERRAQLLNDLGNNLKAFVSQRLVRTRDGQR.RAAVEVMLGTPTIGDLIRRNELAELKEIMEKSVSLGMQTFDG 318
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQTFDQ 317
NTDB id 1203 PSJM300 01605 AFN76401.1 IINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGMQTFDQ 319
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGMQTFDQ 320
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NTDB id 1185 GTF74 RS11940 WP 000350195.1 NAKQLIARGVVDAQEVQSKIELDLKAF.................................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 NAKQLIARGVVDAQEVQSKIELDLKAF.................................... 345
NTDB id 1202 PSJM300 01600 AFN76400.1 CLKGLLAKGLISRDSAKEKAKQPENF..................................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 CLKGLVAKGLISRENAREKAKIPENF..................................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 SLKQLLAKGIINLPTARAVAKSPESF..................................... 344
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SLKGLVARGVISPQTARTAAKQPESFL.................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 SLKGLVARGVISPQTARTAAKQPESFL.................................... 345
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SLKGLVSRGVISPQTARTAAKQPESFL.................................... 345
NTDB id 203591 BLL42 RS24915 WP 071555108.1 ALFALVVEGVIDEEQALKNADSPNNLRLRLKLHADDLPKADIPSTETGEWGLMD......... 372
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY...GSGSLQNVKIDME......... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 ALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLTLEMSDDDPGRSFR 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMERKMTFDGQRRNLK 383
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