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LLRLYHLYRLSTIGL IVLVLL IVSSENLDEDNQLVLEKFLAVHNGPDELFLHRTVGSWCLYL IVFLNI LLVALLVFLPQNPPSRQLPLVPQI F
NTDB id 203582 BLL42 RS17850 WP 071553260.1 MIAEASSPGIKQAQRLLRLYHLYRLSIGLILVLLVSSNLDNQLLEFANGDLLRTGSWLYLILNILLLVFLQNPRQPVQIF 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
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NTDB id 203582 BLL42 RS17850 WP 071553260.1 SLALADILLLSVLFYAAGGAPSAIGNLLIVSVAIGNTLLRRRIGLLLAAVAAIGIISLTFSLSGSHPTGANHYLQAGTLG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !*!*!* !!!!*!! !!*!! !!*! !!!*! !!! !!!!**!! ! *!** !!! !! !*! * !!!*!!! !!
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NTDB id 203582 BLL42 RS17850 WP 071553260.1 ALCFAAALLVQGLTRQLEDSESLAEQRASEVVSLEALNALILQRMRTGILVLDSERRVQLVNHSALSLLGHARLDGQLID 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!!**!*! ! ! *!*!!! !! ! !! !!!!!!!!!!!!!!!*!! * ! !* !! !! * * ! *
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NTDB id 203582 BLL42 RS17850 WP 071553260.1 DYSTALVERLQLWLNNPTLRPQSLKVASTGLELQPSFIALGLNEQRQTLVFLEDLAQVAQQAQQLKLAALGRLTAGIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus *!* !**** ! !!*!!!**!!! * !* *!!!!! ! * * !*!!!!* !*!!!!!!*!!!*!!!!!!!!!!!

logo I RNPLGAI SHAAQLLNQESEELDMAGAPDRRLTQI IQDHQSKQRMNLRVI ENVLQLSRRQRQASEVPQQRLDLKEPWLEQQRFVCDETVYPRDGGRALRTDNDR
NTDB id 203582 BLL42 RS17850 WP 071553260.1 IRNPLGAISHAAQLLNESEELMGADRRLTQIIQDHSQRMNRVIENVLQLSRRQQSVPQRLDLKPWLEQFVCTVRDGATDR 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
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NTDB id 203582 BLL42 RS17850 WP 071553260.1 QQIHLNAGSGPFTTLMDPDQLTQVLDNLLRNAWRHSALAHEQAEVWLTLFIDPDNQLPTLDVLDNGPGVSAEQQAHLFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!!* ! !* ! !!!*!! !!! !!* !* !*!! !! * !!!*! !!* !! !***! !!!!*!* *!!!!
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NTDB id 203582 BLL42 RS17850 WP 071553260.1 FFTTSSQGTGLGLYLSRELCESNQARLDFKPRP.DGGCFRITFAHGRKQS 529
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!! ! !!!!!!!!!!!!!!!!!!!*!***!** !!!!!!!!!!*!! !
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