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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 203565 BLL42 RS05580 WP 071551150.1 MRTGMLALASGLLTLRFLPVLPPVGLLLLLPVLALMLL.....PF...R....TYPLAFFLFGFSWACASAHWALNDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLL.....PF...R....WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 203565 BLL42 RS05580 WP 071551150.1 SGLDGQTRWVEGRVVGLPQNTQGVVRFELADS.ESRRTRLPGLMRLAWYDG....................PAVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 203565 BLL42 RS05580 WP 071551150.1 RLAVKLKRPTGLLNPQGFDYDAWLLAQRIGATGSVKDGQLLR..P............AQGAWRDAVRQRLLAVDAQG.RA 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 203565 BLL42 RS05580 WP 071551150.1 GALAALVLGDGSGLSSEDWRVLQDTGTVHLLVISGQHIGLLAGMVYLLIA.......GLARYGLWP..QTLPWLPWACGM 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 203565 BLL42 RS05580 WP 071551150.1 AFAAALGYGLLAGFEVPVRRACVMIGLVLLWRLWFRHLGAWWPLLLALNTVLLLEPLASLQPGFWLSFAAVAVLIFTFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 203565 BLL42 RS05580 WP 071551150.1 .......R.......LGAWRWWQTWTRAQWLIAIGLCPLLTLLGLPISLSGPLTNLLAVPWISLMVLPPALLGTLLLPLP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......R.......LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 203565 BLL42 RS05580 WP 071551150.1 YVGEGLLWLAGGLLDVLFSGLAWVAGRLPAWVAPVIPLWVWGISTFGAFLLLLPKGLP...MRLLGWPMLLLIVFPPLRT 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 203565 BLL42 RS05580 WP 071551150.1 VPDGMAEIWQLDVGQGLAIVVRTRHHALLYDAGPRFGDF.DLGERVVLPSLRKLGMHKLDVMLISHADADHAGGARSVSN 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
consensus ** ! **** *!*!!!****!*!* !*!!*!*!!!*!!* !***!!**!*!! *!* **!****!!*!*!!!!!* **

logo

A
G
L
M
VPVAGRAQTMVLASSGDELPPEAGRHLGLERQARAPLAAEGI

L
D
E
H

P
A
A
Q
R

A
G
SCERVASTGQRWAETWNDQGVANSFAES ILVLWQRYPWPSVQVPSDRAEQASTVENSGSNAQAKRSCVLMQRVIAENANARGYEARALMLLAT

NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 203565 BLL42 RS05580 WP 071551150.1 GLPVAQVLSGDPEAL.......PAELHAQACESGQRWEWDGVSFALWQWS......EASESNQKSCVLQIEANGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 203565 BLL42 RS05580 WP 071551150.1 GDIDARAEQALL..ETPLAVATDWLQAPHHGSHSSSSMAFLMALAPKAVLISRGHDNSFGHPHPQVLARYRRLGMQVYDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALV..DGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
consensus !!!** *! !!* **** * ***!**!!!!! *!!!**!! !*** ******* ! *!!!!!*!* !* !*** **

logo

D
A
A
E
H
Q
TGAVLRSVI

L
E
Q
R

T
L
R
G
GDALFAEGGLVAPRERTARSLMRSRDMQEQRPRYFWSRDESAKPLPES IVAKALAETTEPTGAQP

NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 203565 BLL42 RS05580 WP 071551150.1 AEQGALRLRLG..AFELPESLRQQPRFWRDPPSIK............. 743
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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