logo

NTDB id 20355 SMA 1221 CCF02512.1

NTDB id 370 SMU RS04260 WP 002263294.

consensus

logo

NTDB id 20355 SMA 1221 CCF02512.1

NTDB id 370 SMU RS04260 WP 002263294.

consensus

logo

NTDB id 20355 SMA 1221 CCF02512.1

NTDB id 370 SMU RS04260 WP 002263294.

consensus

logo

NTDB id 20355 SMA 1221 CCF02512.1

NTDB id 370 SMU RS04260 WP 002263294.

consensus

logo

NTDB id 20355 SMA 1221 CCF02512.1

NTDB id 370 SMU RS04260 WP 002263294.

consensus

logo

NTDB id 20355 SMA 1221 CCF02512.1

NTDB id 370 SMU RS04260 WP 002263294.

consensus

logo

NTDB id 20355 SMA 1221 CCF02512.1

NTDB id 370 SMU RS04260 WP 002263294.

consensus

AT VTR T R e 2 LR LY

IRYEIMLAVIEATVSIATITVIGPD LKE TRE| TKGLpN IA4IDLDK GSTIALTLA LY|mS
i\ FGLAVIINTIVSNTITVIGPD LKE TpEN TKGLE ISIDLDK GJAIALTLA LY|¥

ST L

RIA VIEYRRNS ERRVIAT ©Q ISATMMNKINKVPLYYFDSHSQGDTLSRVTNDVDL [GQSIENQSL[¢  ViesEy LLIGSIFEFMMjsl
[¢A VBIYpWASEFHVEIT Q YA IEWK INKVPLISYFDSHSQGDTLSRVTNDVDL WQSIINQSL)Y VIVNY LLIGSIFMMM |
1 ] 1 ]

T 1 ] R T *

S B A Ml

N#S AMTAIMSVIBIGFVLIPUVIM HSQPLFK QQWNLAI WNGYVEE YSGHNVV SYNA [(6J2 RYMNFISYLNGY L P(SMW[NSQF)A
N\ ARTATESVIgAGFVLEIVIM {SQPLFK QQMENLAN BcYVEE YSGHNVV SYNA [N EEMAFIENLND L AsMn¥sSQFg
x 1 11

k1 kL L0 LD TUET DTtk DULTUERED L0 E ok DULLTRDDDIE N ERD DT Lk *Tk 101 111

s T S

SGIMMPLMMF GNFGYVMVC VGAMMYINGDITMGE VAFMTYVRIF QP BQIAQ IJTQ QSAWAAMBRVFEFL E E EDER |
SGIMMPLM@NF GNFGYVMVC VGAPRWNINGDITMGEY VAFMTYVRIF QP FAQIAQ MTQ QSANAAMERVFEFL E E EDEN:!

T T PULELULL bbbkl b D h b bk Dhskb Ul LLL UL UklklIkl ] %

LA T e

Kl QLEVIGIBVWFDNVFFGYS DKTIIHDFSA AKIgGQK AIVGPTGAGKTTIVNLLMRFYE D GNI IDSVPNM MMTRBEVH
K| QLINWVISGIVNFDNVFFGYSEDKTIIHDFSABAK GQK AIVGPTGAGKTTIVNLLMRFYE D GYI IDEVRESMTRINEVH
! roro

* 11 LU sk DD LTkl Dok bl bk DD b sklokl Ikl 1 % 101 111

T

(NFEIMVLQDTWLFEGT KENLIYNQ® ITDEQVIAAAKAVGVHHFIRITLPKGYDTMLDDSVTLS GQKQLLTIARALLKDFPLLI
RERMVLODTWLFEGT KENLIYNQIQIITDEQVIAAAKAVGVHHFIINTLPKGYDTMLDDSVTLS GQKQLLTIARALLKDEPLLT
T T

SO EE g D, TSP UL ML LV D, e PR

*
*

trrrrrrrrnd *

EATSSVDTRTEELIQ AMD LMEGRTSFVIAHRLSTIRNADLILVM DGNIIEQGRHDINLMNMMEGEFYADLYNSQF|M.V: N 590
EATSSVDTRTEELIQ AMDBILMEGRTSFVIAHRLSTIRNADLILVM DGNIIEQGEHDNLMISAYGFYADLYNSQF¥V ARGty
1o *

7

170
162

255
247

340
332

425
417

510
502



(> ES

non conserved
similar
>50% conserved



