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NTDB id 20355 SMA 1221 CCF02512.1 MENKKKTSFYGRMKPYIRGLQLPFLLAVIGAIVSATITVIGPDKLKEITNIITKGLTPTATGMIPGIDLDKVGKIALTLAILYVI 85
NTDB id 370 SMU RS04260 WP 002263294.1 .MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA.......GKIDLDKIGEIALTLALLYFA 77
consensus * !! ! ! !!**! *! !!!! !!! !!!!!!!!*!!!*! *!!!! ******** !!!!!*! !!!!!!*!!
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NTDB id 20355 SMA 1221 CCF02512.1 SAVVGYIQSFTVATIVQRFSQRLRKAIQTKINKVPLSYFDSHSQGDTLSRVTNDVDLLGQSLNQSLGTLVTSTMLLIGSIFMMFH 170
NTDB id 370 SMU RS04260 WP 002263294.1 GALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIK 162
consensus !*! ! !! ! !**!*!!!!!! !! !!!!!!! !!!!!!!!!!!!!!!!!!!!* !! !!!! **! *!!!!!!!!! *
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NTDB id 20355 SMA 1221 CCF02512.1 SNVSMALTAIGSVLIGFVLVMVIMGSSQPLFKRQQNNLAAINGYVEEIYSGHNVVTSYNAVGETSETFKKLNTNLYKSMWQSQFL 255
NTDB id 370 SMU RS04260 WP 002263294.1 TNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFF 247
consensus *! *! !!! !! !!!! !!!* !!!!!!*!! !!! * !!!!!*!!!!!!!*!!!!* * ! !! *!* !!! !!!
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NTDB id 20355 SMA 1221 CCF02512.1 SGIMMPLMIFVGNFGYVMVCVVGAIKVINGDITMGDVVAFMTYVRIFSQPLSQIAQAFTQMQSATAAMSRVFEFLEEDEMEDESD 340
NTDB id 370 SMU RS04260 WP 002263294.1 SGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENH 332
consensus !!!!!!!! !*!!!!!!!!!*!!! !!!!!!!! *!!!!!!!!!!*!!* !!!!* !!*!!! !!! !!!!!!*!*!*!!! *
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NTDB id 20355 SMA 1221 CCF02512.1 KERQLSDVNGEVTFDNVFFGYSKDKTIIHDFSAVAKPGQKVAIVGPTGAGKTTIVNLLMRFYEIDKGQITIDSVDTRLMTREEVH 425
NTDB id 370 SMU RS04260 WP 002263294.1 KVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVH 417
consensus ! *!! ! ! ! !!!!!!!!!*!!!!!!!!!!*!!*!!!*!!!!!!!!!!!!!!!!!!!!!!*!*! !*!! ! * !!! !!!
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NTDB id 20355 SMA 1221 CCF02512.1 DQFSMVLQDTWLFEGTIKENLIYNQENITDEQVIAAAKAVGVHHFIMTLPKGYDTYLDDSVTLSIGQKQLLTIARALLKDSPLLI 510
NTDB id 370 SMU RS04260 WP 002263294.1 DAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLI 502
consensus ! ! !!!!!!!!!!!!*!!!!!!!! *!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!! !!!!

logo LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQGNSHDDQLMAQEQGNGFYADLYNSQFETAEAEVA
NTDB id 20355 SMA 1221 CCF02512.1 LDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQGNHDDLMQQGGFYADLYNSQFEAA.. 590
NTDB id 370 SMU RS04260 WP 002263294.1 LDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !! !! !!!!!!!!!!! **
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