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NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR..... 80
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR..... 80
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR..... 80
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR..... 80
NTDB id 20352 SMA 1064 CCF02355.1 MLNKLQKKLSSGTFSHFFHFFAVFTGIFVIMTVIILQIMRYGLYSSVDTSLQNAADNANDYVVRTMERSDTL.QSNDSPTDTFSG 84
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPI.TEAENGDASFKV 84
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NTDB id 259 KZH43 RS03480 WP 000491790.1 ....ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVST 159
NTDB id 218 SPD RS03780 WP 000491790.1 ....ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVST 159
NTDB id 184 SPR RS03565 WP 000491790.1 ....ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVST 159
NTDB id 148 SP RS03910 WP 000491790.1 ....ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVST 159
NTDB id 20352 SMA 1064 CCF02355.1 GTSSSGKAKPSTSRIGLSNVSVLLYDEDGKILNALDAFVQFGTLSTTFDEGSVGEIKEQKITTIFGQTEKYHVLTVKVSS.SEYP 168
NTDB id 363 SMU RS05195 WP 002262215.1 K..........SNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPK..LKDIGDIVEQEAKNIYGQTEKYRTVTVKVNN.DFYP 156
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NTDB id 259 KZH43 RS03480 WP 000491790.1 NIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFR 244
NTDB id 218 SPD RS03780 WP 000491790.1 NIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFR 244
NTDB id 184 SPR RS03565 WP 000491790.1 NIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFR 244
NTDB id 148 SP RS03910 WP 000491790.1 NIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFR 244
NTDB id 20352 SMA 1064 CCF02355.1 SIKYATFLVSVRQLDEASERYVTITITVMVIFWIISVVASVYLANWTRKPIMESYEKQKTFVENASHELRTPLTVLQNRLESLFR 253
NTDB id 363 SMU RS05195 WP 002262215.1 QIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVLQNRLESLFR 241
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NTDB id 259 KZH43 RS03480 WP 000491790.1 KPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQL 329
NTDB id 218 SPD RS03780 WP 000491790.1 KPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQL 329
NTDB id 184 SPR RS03565 WP 000491790.1 KPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQL 329
NTDB id 148 SP RS03910 WP 000491790.1 KPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQL 329
NTDB id 20352 SMA 1064 CCF02355.1 RPDATILDNSESIAASLDEVRNMRILTTNLLNLARRDDGLKVELEDIQPPTFNEIFENYDMIAEENGKTFVGHNLVDRPIKSDRT 338
NTDB id 363 SMU RS05195 WP 002262215.1 KPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHIINKVNRQIKTDKT 326
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NTDB id 259 KZH43 RS03480 WP 000491790.1 LLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDAL 414
NTDB id 218 SPD RS03780 WP 000491790.1 LLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDAL 414
NTDB id 184 SPR RS03565 WP 000491790.1 LLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDAL 414
NTDB id 148 SP RS03910 WP 000491790.1 LLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDAL 414
NTDB id 20352 SMA 1064 CCF02355.1 LLKQLMTILFDNAIKYTDNDGVIEFTVKTTDKQTILTVADNGPGISDADKVKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDVL 423
NTDB id 363 SMU RS05195 WP 002262215.1 LLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQITDSL 411
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NTDB id 259 KZH43 RS03480 WP 000491790.1 KGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 KGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 KGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 KGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 20352 SMA 1064 CCF02355.1 KGDIQVKDNQPKGTIFEVRFNRH....... 446
NTDB id 363 SMU RS05195 WP 002262215.1 KGSIIVKDKKPQGVMFEARLLANK...... 435
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