
logo MSDNRSTHI
L
D
EEKYQTWDLSTTI

VFATDADADWEATELYAESLTDVGQDLEKKNAKSAYAKGHRLLTADSASKNDNLLAGAITELSYLMASLMSRRLEKI
LYVYASMKNDQDTTV

NTDB id 20347 SMA 0630 CCF01921.1 MSDNRSHIDEKYQWDLSTVFATDDAWEAELASLDGDLENAKAYKGRLTASSNDLLAITESYLALSRRLEKLYVYASMKNDQDTTV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus !!!!!*!**!!! !!!*!*!!!! !! ! ! !! ! !! !*! ! !!* !! !* ! !!!!!*!!!!!!!!!!!!!!

logo

A
G
K
LYQEYQAKASTANI

LYASKQFLSEAI FAFYFYEPEFLMAQLDSDKEKAKFLAEDEFKVAEEQETPAGLGSALYADHFYFEQRLFLAKNRKQDPHVLSQAEAEEELLAAGAGQDE I FGNAGAPGTDET
NTDB id 20347 SMA 0630 CCF01921.1 AKYQEYQAKATAIYAKFSEIFAFYEPELMQLSKEAFEDFVAETPALSAYAHFFEQLFKRQPHVLSQAEEELLAGAQEIFGAAGET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus * !!!!!!!!* *! !! !!**!!! ! ! *! !*! ! !*!! ! *!!!!! !!!!!*! *!! ** *!

logo FENLVLDNADI ILFP I
WVLSDDGKQGDKEVI

V
E
QLTHGNF ITLLMESKDNRDI

VRKEGAYEQALMYAGTYEQFQHTYAKQTLQGTNVVKVHNYEQAKRVHRHFYKNSAREHA
NTDB id 20347 SMA 0630 CCF01921.1 FELLDNADIIFPIVLDDKGKEIQLTHGNFITLLESKNRDVRKEAYQALYATYEQFQHTYAKTLQTNVKVHNYEARVHHFKSAREA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! *!!!!!!*!! ! ! ! * !!!!!!!!!*!!! !!*!! !! !*!*!!!!!!!!!! !!! !!!!!! !*!*!* !!!*!

logo ALASANF IPESVYDSTL ILESTVNAKHNLPLLHRYLVDELRKKI
VLGKLDDELKMYDI

V
H
YTPLSEMTDEMTASFLTYEEASLAKKAEDEVLAI

VFGEKEYSEKGRVHARA
NTDB id 20347 SMA 0630 CCF01921.1 ALSANFIPESVYDTLIETVNANLPLLHRYVELRKKILKLDDLKMYDIHTPLSEMDMSFTYEEALAKAEDVLAVFGKEYSERVHRA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !! !!!!!!!!!!*!*!*!! *!!!!!!!**!!!!*! !!*!!!!!**!!!!! * !!!! ! !!!*!!!*!! !!! !! !

logo FTERWIDVHPVNKGKRSGAYSGGASYDTNAF IMLLNWQDTLDNLFTLVHETGHSLHSTFTREQNTQPYVYGDYPS I FLAE IASTTNENI LT
NTDB id 20347 SMA 0630 CCF01921.1 FTERWIDVHVNKGKRSGAYSGGSYDTNAFILLNWQDTLDNLFTLVHETGHSLHSTFTRENQPYVYGDYSIFLAEIASTTNENILT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus !!!!!!!!!*!!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!

logo ETLLKEVDKDDKATRFAI LNHYLDGFKGSTI
VFRQATQFAEFEDHAI IHEKADAQASGEQI

VLTASDFYLMNKQLYADLNEKYYGNLKSAKAEDNPYE IQFYEWAER I
NTDB id 20347 SMA 0630 CCF01921.1 ETLLKEVDDDKARFAILNHYLDGFKSTIFRQAQFAEFEDIIHKADQAGEVLTSDYLNQLYADLNEKYYGLSKADNPEIQYEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus !!!!!!! !!! !!!!!!!!!!!!! !*!!! !!!!!!* !! !! ! *!! !**! !!!!!!!!!! ! !!*!!!*!! !!

logo PHFYMYNYYVYQYATGFAAASYLADEKIVHGTEKAEDI
K
D
E
A
RYLDTYLKAGNSSDYPLENVIKKAGVDMTNTSTADYLDAAFKR I

VFEDERLDVELEAL IVE
NTDB id 20347 SMA 0630 CCF01921.1 PHFYYNYYVYQYATGFAAASYLADKIVHGTKADIDRYLDYLKAGNSDYPLNVIKKAGVDMTTSAYLDAAFRIFEERLDELEALIE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !!!!!!!!!!!!!!!!!!*!!!!!! ! * !! !!!!! !!!!! !!!!!!!!!! * !!!!!!**!!*!! !!!!!*!



logo KGAVHQLS
NTDB id 20347 SMA 0630 CCF01921.1 KGAQL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus !! *!*

X non conserved

X similar

X ≥ 50% conserved


