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NTDB id 613 LCA RS05340 WP 231952379.1 MMW..QDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQNEQLLA....TS..AS.......KTKPATKKTHQAATKKKG 70
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDN..RLFVSV.IAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEKVKSK 82
NTDB id 20345 SMA 0620 CCF01911.1 MIEKIKEKLLEN..KTLVAMLGTILVMLIGFFAWSNVTKTTVDA.QNDLPALSTTFSASS.......SASDLKTERSSSQTETQK 75
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .MESIIEKIKEY..KIIVIC.TGLGLLVGGFFLLKPAPHTPVKE.TNLQAEVVAISKDSS.......TEKDVKKEEKEEPVEQDL 73
NTDB id 493 SM12261 RS04300 WP 000387351.1 .MEAIIEKIKEY..KIIVIC.TGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVVAVSKDSV.......SEKEVKKEEKEEPLEQDL 73
NTDB id 153 SP RS04730 WP 000387344.1 .MEAIIEKIKEY..KIIVIC.TGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDSS.......TEKEVKKEEKEEPLEQDL 73
NTDB id 263 KZH43 RS04195 WP 000387330.1 .MEAIIEKIKEY..KIIVIC.TGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDLV.......SEKEVNKEEKEEPLEQDL 73
NTDB id 222 SPD RS04535 WP 000387330.1 .MEAIIEKIKEY..KIIVIC.TGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDLV.......SEKEVNKEEKEEPLEQDL 73
NTDB id 188 SPR RS04295 WP 000387330.1 .MEAIIEKIKEY..KIIVIC.TGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDLV.......SEKEVNKEEKEEPLEQDL 73
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NTDB id 613 LCA RS05340 WP 231952379.1 GFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTQE 155
NTDB id 300 STER RS07485 WP 011681496.1 VTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTG.............. 152
NTDB id 20345 SMA 0620 CCF01911.1 VFVDIKGAVKNEGVYELSNG.RRVTDVVKLAGGFTEDADKKSVNLAEKVTDESMIYVARVGENVAPAT.TN.............. 144
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH.TG.............. 142
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NTDB id 263 KZH43 RS04195 WP 000387330.1 ITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TG.............. 142
NTDB id 222 SPD RS04535 WP 000387330.1 ITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TG.............. 142
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NTDB id 613 LCA RS05340 WP 231952379.1 QASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 .TGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
NTDB id 20345 SMA 0620 CCF01911.1 ...SQVNGSAQQEESSDKINLNTATLAELQTISGIGAKRAQDIIDYRDANGGFSSVDDLANVSGIGEKTLEKLKSEVTVD 221
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...SG...APSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...PG...TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 ...SG...TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...LG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 ...LG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 ...LG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
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