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NTDB id 615 LCA RS02545 WP 011374200.1 IACQAA IFABTQNNNYSL...PQIK RFL VH LYICQRC QV PP TCDRHA CLLR VEGDW 79
NTDB id 593 KW2 RS05130 WP 021037147.1 85
NTDB id 20341 SMA 0469 CCF01760.1 . T4
NTDB id 277 KZH43 RS10090 WP 000867601.1 NLEEWYLPIGAYYCRECLLMKRVRSDQ T4
NTDB id 236 SPD RS10765 WP 000867601.1 NLEEWYLPIGAYYCRECLLMKRVRSDQ T4
NTDB id 202 SPR RS10250 WP 000867601.1 NLEEWYLPIGAYYCRECLLMKRVRSDQ T4
NTDB id 167 SP RS11275 WP 000867616.1 74
NTDB id 507 SM12261 RS09240 WP 000867722.1 74
NTDB id 535 SMSK321 RS10515 WP 000867726.1 T4
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NTDB id 615 LCA RS02545 WP 011374200.1 164
NTDB id 593 KW2 RS05130 WP 021037147.1 VELASPRIDVC EL 168
NTDB id 20341 SMA 0469 CCF01760.1 .. DJAKIADL|® HAVTGAGKTEMIYQ.V K I GGVCLASPRIDVCLEL 157
NTDB id 277 KZH43 RS10090 WP 000867601.1 MV LKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLEL 157
NTDB id 236 SPD RS10765 WP 000867601.1 MV LKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLEL 157
NTDB id 202 SPR RS10250 WP 000867601.1 MV LKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLEL 157
NTDB id 167 SP RS11275 WP 000867616.1 VLKWRGQLTPFQEKVSEGLLQVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLEL 157
NTDB id 507 SM12261 RS09240 WP 000867722.1 LVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLEL 157
NTDB id 535 SMSK321 RS10515 WP 000867726.1 .. 157
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NTDB id 615 LCA RS02545 WP 011374200.1 lPAA INRSITNIL. HGE[N EPYRRTLV @TTHQLLKFYBIAFDY IVDEVDAFP VDNPYLEWNAVIY [6K)Y (678 249
NTDB id 593 KW2 RS05130 WP 021037147.1 ILLE BIYFR PLVVWNIT HQLL F AFDLLI DEVDAFP EDN M 251
NTDB id 20341 SMA 0469 CCF01760.1 SEYRPL ATTHQLLKFYQAFDLLI DEVDAFP VDN 240
NTDB id 277 KZH43 RS10090 WP 000867601.1 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST 240
NTDB id 236 SPD RS10765 WP 000867601.1 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST 240
NTDB id 202 SPR RS10250 WP 000867601.1 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST 240
NTDB id 167 SP RS11275 WP 000867616.1 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST 240
NTDB id 507 SM12261 RS09240 WP 000867722.1 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST 240
NTDB id 535 SMSK321 RS10515 WP 000867726.1 NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST 240
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NTDB id 615 LCA RS02545 WP 011374200.1 A 333
NTDB id 593 KW2 RS05130 WP 021037147.1 Q 323
NTDB id 20341 SMA 0469 CCF01760.1 Q 325
NTDB id 277 KZH43 RS10090 WP 000867601.1 WELDKKVR GELKRLNLPRRFHGNPLIIPKPIWLSDFNRYL KWNRLSPKLKSYIEKQRKT 325
NTDB id 236 SPD RS10765 WP 000867601.1 WELDKKVR GELKRLWNLPRRFHGNPLITIPKPIWLSDFNRYL KWNRLSPKLKSYIEKQRKT 325
NTDB id 202 SPR RS10250 WP 000867601.1 WELDKKVR GELKRLNLPRRFHGNPLIIPKPIWLSDFNRYL KWNRLSPKLKSYIEKQRKT 325
NTDB id 167 SP RS11275 WP 000867616.1 WELDKKVR GELKRLNLPRRFHGNPLIIPKPIWLSDFNRYL KWNRLSPKLKSYIEKQRKT 325
NTDB id 507 SM12261 RS09240 WP 000867722.1 GELKRLBJLPRRFHGNPLIIPKP WLSDFN L KERLSPKLKSYIEKQRKT 325
NTDB id 535 SMSK321 RS10515 WP 000867726.1 GELKRLSJLPRRFHGNPLIIPKP WLSDFNRYL KJQOLSPKLKSYIEKQRKT 325
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