
logo MLKI
LENKVTGGYI

ANIPVLKNDI
V
S
TFEVGADGEL IVGL IGLNGAGKSTTINE I IGLLTPYQGGQI SA IDGLTLIAQQDQPAESYRKQKIGFYIPEMTPSL

NTDB id 20337 SMA 0388 CCF01679.1 MLKIENVTGGYINIPVLKNISFEVGDGELIGLIGLNGAGKSTTINEIIGLLTPYQGQISIDGLTLAQDQAEYRKKIGFIPEMPSL 85
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
consensus !!!*!*!!!!!*!!!!!!***!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!**!!*!*!!*!!!*!!!*!!!

logo YEELTLREHLETVALMAYDGLNDYVDTEAGMVARATDEKLYLEKLFRLSDDEKLEDWFP I
T
N
QFSKGMKQKVMI ICAFMIVNPSLF IVDEPFLGLDPLAI SD

NTDB id 20337 SMA 0388 CCF01679.1 YEELTLREHLETVAMAYDLNYDEAMARATELLELFRLSDKLEWFPINFSKGMKQKVMIICAFMVNPSLFIVDEPFLGLDPLAISD 170
NTDB id 473 HSISS4 RS07770 WP 021143710.1 YEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
NTDB id 481 STER RS07730 WP 002951673.1 YEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
consensus !!!!!!!!!!!!!*!!!*!***!*!*!!***!*!!!!**!!*!!!**!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo LTI ELLAQEEKANKGKSAI LMSTHVLDASAEKMCDRFVI LHQHGQVIRLATQGTI
L
A
D
EELREQATFGDDESTSATSLNADIYMS

QLTKEGVELS
NTDB id 20337 SMA 0388 CCF01679.1 LTELLAQEKAKGKAILMSTHVLDAAEKMCDRFVILHQGQIRATGTLAELREAFGDETATLNAIYMSLTKEV.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKGELS 243
NTDB id 481 STER RS07730 WP 002951673.1 LIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKGELS 243
consensus !*!!!!*!!!*!!*!!!!!!!!!*!!!!!!!!!!!!*!!**!*!!**!!!**!!!**!*!!*!!!*!!!****

X non conserved

X similar

X ≥ 50% conserved


