logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

320 STU RS10340 WP 002949220.1
47 STER RS00925 WP 002949220.1

50 STRSA0001 RS07545 WP 002885610.1 ... i e e e et c i

468 HSISS4 RS00725 WP 021143466.1
582 DLJ51 RS00505 WP 002962720.1
450 SPYM18 RS08475 WP 011018214.1
449 SPYM18 RS01395 WP 011018214.1
442 SPYM3 RS08515 WP 011106595.1
441 SPYM3 RS01385 WP 011106595.1

448 SpyM6JRS4 RS07800 WP 010921894.1 .. ....... ... . ...
447 SpyM6JRS4 RS01370 WP 010921894.1 . ...... ... ...

20332 SMA 0275 CCF01566.1

554 STRINF RS00370 WP 115283725.1
44 SMU RS09085 WP 002263585.1

424 SGO RS10430 WP 012130755.1
423 SGO RS08370 WP 012130755.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

320 STU RS10340 WP 002949220.1

47 STER RS00925 WP 002949220.1

50 STRSA0001 RS07545 WP 002885610.1
468 HSISS4 RS00725 WP 021143466.1
582 DLJ51 RS00505 WP 002962720.1

450 SPYM18 RS08475 WP 011018214.1
449 SPYM18 RS01395 WP 011018214.1
442 SPYM3 RS08515 WP 011106595.1

441 SPYM3 RS01385 WP 011106595.1

448 SpyM6JRS4 RS07800 WP 010921894.1
447 SpyM6JRS4 RS01370 WP 010921894.1
20332 SMA 0275 CCF01566.1

5564 STRINF RS00370 WP 115283725.1

44 SMU RS09085 WP 002263585.1

424 SGO RS10430 WP 012130755.1

423 SGO RS08370 WP 012130755.1

consensus S *

GHCYS

LEQLLEAASPELIMED py LY

MSCCFFVVLFILGIVK.
MSCCFFVVLFILGIVK.
MSCCFFVVLFILGIVK.
MSCCFFVVLFILGIVK.
MSCCFFVVLFILGIVK.

LIFRYFKTKFIANIALIYDI
LR YFKTKFIANIALIYDI
LIARYFKTKFNIHLID)
LR YFKTKFIANIALRDI

LYRYFKTKFSHYLKD
LYRYFKTKFSBYLKD
LYRYFKTKFSSYLKD
LYRYFKTKFSHYLKD
LYRYFKTKFSSYLKD
LYRYFKTKFSEYLKD
IYFKTKFSNYLKD
RIYFKTKFSN[§| KD
IYFKT FSNY KD

LLESEIPNL ED[Md LYRYFKTKFEINI D
Uloskokok Dok Dskokokokokokokokok | D1 1ok | oskokokokok |

R QESQKRAFR
RRQESQKRQFLI
RRQESQKRQFJ
RRQESQKRQFLI
RRQESQKRQFLI
RRQESQKRQF
RRQESQKRQFLI

REQESQKRRIFNR
RRQESQKRISMRNZYEE SE

TR LT Lat Lok %

Kok ok ok |k ok ok ok ok ok

bllee e ot Ao DR KRQFHE&AYEE‘SE'AHAL i L o

19 De)s

1k kok ok |

DT ADYCILK

ALINLDDYVAY[N
NLINLDDYVAY[N
ALILDDYVAY[N
NLINLDDYVAYN
NLILDDYVAY[N

NLINLDDYVAY[N

114
114
114
114
159
135
135
135
135
135
135
114
112
113
111
111



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

320 STU RS10340 WP 002949220.1

47 STER RS00925 WP 002949220.1

50 STRSA0001 RS07545 WP 002885610.1
468 HSISS4 RS00725 WP 021143466.1
582 DLJ51 RS00505 WP 002962720.1

450 SPYM18 RS08475 WP 011018214.1
449 SPYM18 RS01395 WP 011018214.1
442 SPYM3 RS08515 WP 011106595.1

441 SPYM3 RS01385 WP 011106595.1

448 SpyM6JRS4 RS07800 WP 010921894.1
447 SpyM6JRS4 RS01370 WP 010921894.1
20332 SMA 0275 CCF01566.1

554 STRINF RS00370 WP 115283725.1

44 SMU RS09085 WP 002263585.1

424 SGO RS10430 WP 012130755.1

423 8GO RS08370 WP 012130755.1

consensus

EJ@&ENQFSEEF ot R R R el

IMEBREMMVIADPCNEED
IMEMREWMVIADPCNEED
IMERKEWMVIQIDPYNEDD
IMERKEMMVIADPYNEDD

RGERFKGR
RGERFKGR
RGERFKGR
RGERFKGR
RGERFKGR
RGERFKGR
RGERF)2G

RGERFJAG  AlJL BITINN FRID FI3Y N,
AL QSRR DBR KK L SPJIIKEK . . . .
ADINANCE VIR DS Y HLRIJINPRLD . .
AD| VNI REDNS YHLRJYJNPRLD . .
sokkk Dk [ kkkkkk *k  kk k|

SEYRSR|ESP
SEY SRLSP

AKQE
AKQE

X non conserved
B similar
i >50% conserved

165
165
165
165
207
183
183
183
183
183
183
161
158
160
160
160



