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K T VWEnE et e T TR A BDTENT 5

IVIL Fl4 V \YHEFGH® FAK SGILVREF IGMGPKIF HpgYK GTERWYTIRILPLGGYVRMAGWG DTTEIKTG PAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

s DB LAY

LTLNNDGIRVISRINLS[N Q D TALPMNVTAYDLEDKLIRITGLVLIJEBIKTYRVDHDATIVEEDGTE RIAPMDVQYQNA WRRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

BB S Dm fa

TNFAGPIENNFILGE VFI L|YF QGGVIEDNSTN IQVEy GGANIQE G |3 GD@ INENYD WEILPEA p9@NT - \pISEGD
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

o T U DAL

SVTVISEIGIQIET |y KPRIEW GSY GV BRIVLKTGIEIDK BGGFQMAW BJATAILPWILKGLI NFSL KLGGPVAM QS QA
SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

CLLIMOL LWL B P ALYl ST L AT

SINGLEYS LpLIM LS LGIYNLIPIPALDGGKI MN IEW RRKPLIQQEWE YITLEGVY M LMIAVTWNDIMRYFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420

X non conserved
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>50% conserved
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