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NTDB id 20331 SMA 0230 CCF01521.1 MLGILTFIIVFGILVIVHEFGHLYFAKKSGILVREFSIGMGPKIFSHIDKEGTAYTIRILPLGGYVRMAGWGDDTTEIKTGTPAS 85
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
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NTDB id 20331 SMA 0230 CCF01521.1 LTLNQDGLVTRINLSQKQLDNTALPMNVTAYDLEDKLEITGLVLDEMKTYSVDHDATIVEEDGTEIRIAPLDVQYQNATVWRRLI 170
NTDB id 291 STER RS01205 WP 011680685.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
NTDB id 323 STU RS10650 WP 011225396.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
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NTDB id 20331 SMA 0230 CCF01521.1 TNFAGPLNNFILGTIVFILLVFMQGGVPDNSTNVIQVTDGGAMQAAGVESGDRVLSIENYDISNWSDLTEAVTKATENISSGDTI 255
NTDB id 291 STER RS01205 WP 011680685.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
NTDB id 323 STU RS10650 WP 011225396.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
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logo SVTVEKTRSSNGKQTEETLIDS IVKPRQKENSNQGSYYF ILGVTSRPVLKTGFLWKDKVITFGGFQMAWQESGATAI LTAATLKGL I STNFSLDNKLGGPVAMYFQVMSSAQAAS
NTDB id 20331 SMA 0230 CCF01521.1 SVTVETSSGKTETLDIKPRENNGSYYIGVTRVLKTGFWDKVTGGFQMAWQSATAILTALKGLISNFSLDKLGGPVAMYQVSSQAA 340
NTDB id 291 STER RS01205 WP 011680685.1 SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
NTDB id 323 STU RS10650 WP 011225396.1 SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
consensus !!!!**!*!**!!***!!****!!!**!!**!!!!!**!!**!!!!!!!**!!!!!**!!!!!*!!!!*!!!!!!!!*!*!*!!*
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NTDB id 20331 SMA 0230 CCF01521.1 SNGLTSVLYLLALLSMDLGIVNLIPIPALDGGKILMNLIEIVRRKPLKQETETYITLVGVVIMLILMIAVTWNDIMRVFF 420
NTDB id 291 STER RS01205 WP 011680685.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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