
logo MNDFEKI ETAAYENL ILLEDNI
CQLR I

LENTEQLKHTHI
LYDAL I EQNSAFCYLGAEGASDEDEFVIAKAENNEKKLRQLANLTSKEEWRRASFQF I F IKAGTQTSEQQLQAS

NTDB id 20327 SMA 0099 CCF01390.1 MNFEKIETAYELILENIQLIENELKTHIYDALIEQNSFYLGAEGASEEVAANNEKLRQLALTKEEWRRAFQFIFIKAGQTEQLQA 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!!*!*!*!*!**!**!*!!*!!!!!!!!**!!!!!!!******!!*!!!!!*!*!!!!!!*!!!!!!!!*!**!!!*

logo NHQFTPDAS IGF I LI LFYL ILENGLTDNSKDSKQI
LDLI LI E IGSGTGNLAQETLI LVNNSSKESLINDYI

L
MGI EVDDLL IDLSAS IAEDVLDSDSAVQHF IVQEDAVR

NTDB id 20327 SMA 0099 CCF01390.1 NHQFTPDAIGFILLFLIENLTDSDKIDLLEIGSGTGNLAQTLLNNSSKELNYLGIEVDDLLIDLSASIAEVLDSDAQFIQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!!!!*!*!*!*!!*****!**!!!!!!!!!!*!**!!!!!***!*!!!!!!!!!!!!!!!!*!!!!***!*!!!!!!

logo PQI LKESDI
V I I SDLPVGFYPNDDKIAKQRYKQVANASKDLEGHTYAHHLLMEQSLKYLKKDEGI

LAVI FLAPVSDLLTSKEQSDPLLKQKWLKQDNYNAVDTI IL
NTDB id 20327 SMA 0099 CCF01390.1 PQILKESDVIISDLPVGFYPNDDIAKRYKVANSDEHTYAHHLLMEQSLKYLKKDGIAVFLAPVSLLTSKQSDLLKQWLKDYADII 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!!!!!!!*!!!!!!!!!!!!!*!!*!!*!!****!!!!!!!!!!!!!!!!!!*!*!*!!!!!*!!!!*!!*!!!*!!*****!*

logo AVITSLPESAI FGKNQAKASNAIKS I FVLKKQASAQYQTSPLETSFVYPLSTDLQSDRPEAVLTRDRF IMRKKNFQKKWKI
EDNI

V
N
F
F

NTDB id 20327 SMA 0099 CCF01390.1 AVITLPESIFGNAANAKSIFVLKKQAAYTPETFVYPLSDLQSREALTDFIRKFQKWKIDNINF 318
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
consensus !!!*!!!*!!****!*!!!!!!!!!*****!*!!!!!*!!!**!*!**!***!*!!!*!!**

X non conserved

X similar

X ≥ 50% conserved


