logo

STl ADAL i

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

2031
600
269
228
194
159
499
527
453
408
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

58 BLA55 RS01975 WP 139553180.1
KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

................ MENITTN
MATKK. .. .. KTNFDDITKKYGA
.MAKK..... PKKLEEISKKFGA
.MAKK..... PKKLEEISKKFGA
.MAKK..... PKKLEEISKKFGA
.MAKK..... PKKLEEISKKFGA

IMKALPDIJALISYTIEKINEGKGEY MRLG
ISKALPDIJALISYTEKFGKGE MRLG

A LA LN I EXNFGKG IM
SK AL A LIN I EXBFGKGRIM
SKALINIA LI I EXEFGKGAIM
SKALINIA LMW I EXEFGKGAIM

IM

IMRLG

MRLG

MRLG

I ALEVAALMNTEK[@NFGKGEY MR G
Ik |k koskok ok

x:x::::w:nzﬂw:ﬂzzm-z

nnnnnnnnn sl N REEIN N NN NN N NN



VAol FOAFAAL R s oo L S AL o e
\/IE ES K.Hv%\.HA ,\ WS P | [A2sl) A

NTDB id 203158 BLAS55 RS01975 WP 139553180.1 [SBNREeANIcIel Gy AQKGGAFIDAEH DiRMNY ARl GVN SQPD GEQALEI| mLIN NN D 143
NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT AQKGGAFIDAEALDPYALGVN SQPDGEQ 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIVY ARWAL GVN SQPD GEQ 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEY ARWALGVN SQPD GEQ 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANINQKINGGINNAF IDAEHALDPEYY ARWAL GVN SQPD GEQ 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPJAY ARWALGVN SQPD GEQ 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AQKINGGINAAF IDAEHALDPEYY ALNAL.GVN SQPD GEQ 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIYY ARWAL GVN SQPD GEQ 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEYY ARWALGVN QPD GEQ 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANFAQKDIGGINNAF IDAEHALDPEYY ARWAL GVN SQPD GEQ 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIRYQRINGGOFNAF IDAEHALDPYAMNLGVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIIQK([R]G GNNA IDAEA DPIAYARWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT ANFAQKINGGINGAF IDAEHALDPY AR¥NLGVN@DELL SQPDIYGEQALETI 152
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINGQKIAGGUISMAF IDAEHALDNAYY AIQYIL. G VN§YD L SQPDRAGEQALEIW 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKNGGUAGAF IDAEHALDNAIY ANSYI.GV ¥ WILL SQPD GEQALETI|R 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGNASAF IDAEHALDERsY ASYL.GV i LL SQPD GEQALEI|R 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N “EL SQPDIYGEQALETIFN 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDIGEQALEI[¢ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOGAF DAEHAIDPUIY AISML G VI SQPD GEQALEI[# 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VI6AF DAEHAJIIDPNIY ABRYL G V)i SQPD GEQALEI[¢ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT MOGAF DAEHAIIDPEIY AISSNL G VI SQPD GEQALEI[¢ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFTDAEHALDUMRY AIDIML G VI SQPD GEQALEI[N 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 [SANEEEANcIcIel Uiy SQPD GEQALEI[® 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQALEI[Y 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDBIGEQALETIlN 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT SQPDINGEQALEIFA 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALEIpy 139
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NTDB id 203158 BLA55 RS01975 WP 139553180.1 GTNI. . ...
NTDB id 600 KW2 RS01765 WP 011675413.1 IMGSTKIEEGS. KVVKNKVAPPF

NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 159 SP RS09750 WP 001085462.1 IMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS
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NTDB id 453 Spy49 1753c ACI62003.1 IWIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS 311
NTDB id 408 SMU RS09530 WP 002262392.1 IIGNTQIKGTG. KVVKNKVAPPF IRYGEGIS SDLGIRRQIYACVNIAEH(N 311
NTDB id 115 BSU 16940 NP 389576.2 IMAEQLKQGN. . . .. KVVKNKVAPPF IMYGEGIS 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMAETIKNGT. . ... KVVKNKVAPPF IMYG GIS 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KVKNKVAPF 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I EANGFIKISS[€VNIESND 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMRTGS. .. .I.KKGEEV KV KNKVAPPF 3] CAAOND I TINKBIGAWY S YI 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IRITGS. . ..I.KKG KV KNKVAPPF 3] CAAOND I TINKSIGAWY S YI 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG| KV KNKVAPPF I3 CANROND I TINKBIGAWY S YN 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I1.KKG| KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R . .I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. I.KEG| KVVKNK AJPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .. V.KEG| KVVKNK APPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R ...V.KEG KVVKNKVAPPF D 293
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58 BLA55 RS01975 WP 139553180.1
Kw2 RS01765 WP 011675413.1 INK I GQGE

KZH43 RS08665 WP 001085462.1 DK IGQGH IDGEEVSEQDTENKKDE. .

SPD RS09265 WP 001085462.1 PINK I GQGHN] IDGEEVSEQDTENKKDE...
SPR RS08825 WP 001085462.1 IAK IGQGE IDGEEVSEQDTENKKDE. . .
SP RS09750 WP 001085462.1 PINK I GQGH] IDGEEVSEQDTENKKDE. . .

SM12261 RS08315 WP 078228268.1 PINK I GQGH] IDGEETAES. .. .KKDE. ..
SMSK321 RS11065 WP 001085454.1 DElIQNer ¢S IDGEEAAES. .. .KKDE. ..
Spy49 1753c ACI62003.1 GElQNeieS LEESEEESAMAVASE......
SMU RS09530 WP 002262392.1 QYK IGOGE IEEDNTEEKQSSKEK. ... ..

BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1

Cj1673c YP 002345041.1 QNSMEMEGMI. .. .. SGSEDD. .EGE. .
C694 RS00795 WP 000963128.1 SNEETI..... MPLPDE. .PLE..
NCTC11637 00359 SQJ03206.1 SNEEI..... MPLPDE. .PLE..

RAOC RS04870 WP 004918236.1

A4U84 RS07560 WP 021112712.1 MNTLBSNPNS. .. .. VLKATASDSND. .
NGFG RS03960 WP 003688695.1 IMALNEMEMHTI . . . .. TEGTQDETDGE. .
NGFG RS03960 WP 003688695.1 IMALNEMEMHI . . . .. TEGTQDETDGE. .
0K783 RS03845 WP 003688695.1 IMALNEMEMHTI . . . .. TEGTQDETDGE. .
RS RS02760 WP 011000510.1 EHLEMTPMG. . . .. AVTLA.EEVEE. .
A1552VC RS01565 WP 000344154.1 IMEMLLNPENM. . ... QLIAETSSAAD..
GTF74 RS11550 WP 000344154.1 IMEMLLNPENM. . ... QLIAETSSAAD. .
ACIAD RS06390 WP 004925639.1 IMEQLLTKASD. .. .. QTAA .HDETEE.
ABD1 RS10195 WP 000344167.1 IMEQLLTTGTN. . ... GAVQ.I.EDEE..
PSJM300 05545 AFN77183.1 JAKLLEITSAN. . ... TKATPVAEDLA.
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