
logo ML
N
T

D
N
L
S
V

A
F
L

A
E
K

N
Q
S

I
S
T

P
R
I
L
S
F
F
L
T

E
R
I
L
A
D
L

F
L
A
I
L

V
F
I
L
I
L
V
I
F
L
V
L
A
F
G

V
F
I LV

Y
V
F
I
T
V

F
L
YLALNLVYERDENFRYRKDMNSNI

K
N

N
Q
I
L
V

R
K
L
Q
I
LNAQWKVKRSDL ITAGDHNYTSKDKSVI

L
D
K
L

I
M
V

E
Q
D
G
D
G
N

A
S
E
D
I
L
S
T
V

N
E
I
L
G
T
V

E
N
S
N
V
LNDLSDEVI

FR
NTDB id 414 AAK55818.1 838..2187( ) MLDLLKQT.IFTR.DFIFILILLGFILVVTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNLNDLSEVIR 83
NTDB id 20297 DN94 03375 AHX74756.1 MNNSAANIR.SFELALLFLLVFVAV..YFVYLAVRDFKMSKNIRLLNWKVRDLIAGNYSDSILIQGDADLVELGESLNDLSDVFR 82
NTDB id 375 SMU RS06880 WP 002262929.1 MTNVFESSPLFLRILLAVLIILLFF..YFIFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNVNDLSEVFR 83
consensus ! ** ** ** ** ********** ****! ***** * *****! !!**!!*! !** * *** ****** ***!!!!*!*!

logo

M
L
A
T
Q
H
D
ENLAEQESKKNRLANTS I LFSTYMTDGVLATNDRRSGQKI ITVVMINEDMTAKQQKQFLGNVLATVKRYDEDEQVALENSCMRSNIVLEDI

L
MLDGKDISEGDESNPSYESTFLYNQRDLVI STQKSTPE I

L
V

L
VLDNTSRQRDI

E
NTDB id 414 AAK55818.1 838..2187( ) LTQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEENYELRDLITQSPELLLDSQDI 168
NTDB id 20297 DN94 03375 AHX74756.1 MAHDNLEQEKNRLASILTYMTDGVLATDRSGKIVMINETAQQQFNLAYDEALSMNIVDMLGSGSPYSFQDLVSKTPEVVLNRRDE 167
NTDB id 375 SMU RS06880 WP 002262929.1 LTHENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILDD.DSYTYNDLITKTPEIVLTRRDE 167
consensus ****!!*!!**!! !!!*!!!!!!!!!*!*!*!**!!**!**!*** ****! *!***! * !***!!****!!**! **!*

logo

Y
N
D
GEYF ILVNTLRVIRFAL INRRESGF I SGL IVAVSLHDTATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDEGALCNTEESTVAPDSF IKVSLD

NTDB id 414 AAK55818.1 838..2187( ) NGEYLNLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALCETVAPDFIKVSLD 253
NTDB id 20297 DN94 03375 AHX74756.1 NGEFVTLRIRFALNRRESGFISGLVAVSHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALNEEVAPSFIKVSLD 252
NTDB id 375 SMU RS06880 WP 002262929.1 YDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGALTESVAPSFIKVSLD 252
consensus **!***!!*!!!!*!!!!!!!!!!*!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !*!!!*!!!!!!!

logo ETNRMMRMVI STDLLHSLSCR IDNAEQVTTSHLDVEML ITNFTAF IMNTFSYI LDNRFDKQMIKQRGNSQEKQTSVKTEGNKKVYELI IVRDYPDILNKSVIW I
M
VE IDTDKMTQVVIDNI L

NTDB id 414 AAK55818.1 838..2187( ) ETNRMMRMVTDLLHLSCIDNATSHLDVELINFTAFITFILNRFDKMKGQE..KEKKYELVRDYPINSIWMEIDTDKMTQVVDNIL 336
NTDB id 20297 DN94 03375 AHX74756.1 ETNRMMRMISDLLSLSRIDNEVTHLDVEMTNFTAFMTSILNRFDQIRNQKTVTGKVYEIVRDYPLKSIWVEIDTDKMTQVIDNIL 337
NTDB id 375 SMU RS06880 WP 002262929.1 ETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQ.STNKVYEIIRDYPDKSVWIEIDTDKMTQVIDNIL 336
consensus !!!!!!!!**!!!*!!*!!! **!!!!!**!!!!!***!!*!!!*** ! * !*!!**!!!!**!*!*!!!!!!!!!!*!!!!

logo NNAVIKYSPDGGKVITI
V
N
R
T

L
M
K
Q
RTTDEKDTQLMI LS I SDHQGLGIPKQKDLPRL I FDRFYRVDRKARSRQAQGGTGLGLAS IAKE I IVKQHKGF IWANKSEEY

NTDB id 414 AAK55818.1 838..2187( ) NNAIKYSPDGGKITVRMKTTEDQMILSISDHGLGIPKQDLPRIFDRFYRVDRARSRAQGGTGLGLSIAKEIIKQHKGFIWAKSEY 421
NTDB id 20297 DN94 03375 AHX74756.1 NNAVKYSPDGGKITVNLRTTKTQMILSISDQGLGIPKKDLPLIFDRFYRVDKARSRQQGGTGLGLSIAKEIVKQHKGFIWAKSEY 422
NTDB id 375 SMU RS06880 WP 002262929.1 NNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLAIAKEIVKQHKGFIWANSEE 421
consensus !!!*!!!!!!!!*!* **!!**!*!!!!!!*!!!!!!*!!!*!!!!!!!!!*!!!!*!!!!!!!!*!!!!!*!!!!!!!!!*!!*

<0

logo GEKGSTFTIVLPYEDNKDNADVAKTEIYDEVEWEEDDEVVEEDDES
NTDB id 414 AAK55818.1 838..2187( ) GKGSTFTIVLPYDKDAVKEEVWEDEVED* 449
NTDB id 20297 DN94 03375 AHX74756.1 GKGSTFTIVLPYDKDAVTYEEWEDVED.. 449
NTDB id 375 SMU RS06880 WP 002262929.1 GEGSTFTIVLPYENDNDAIDEWEEDEDES 450
consensus !*!!!!!!!!!!**!** **!!*****



X non conserved

X similar

X ≥ 50% conserved


