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NTDB id 202928 BK049 RS12770 WP 008357179.1 MKITYTKLSAFLVFLSFLFVIYVSYIYVFDIFNGARVAENKNGQAEVVKVEYLSLAYTSGLEEGDIILKINGEPANNKDH 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSD.KH 79
consensus !! ! * ** !! !** ! *!! * ! ! *** ! ! * * ! * !! !!!!!!!! !** * !
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NTDB id 202928 BK049 RS12770 WP 008357179.1 LINGELRNVQRIDIQRGNQMITLKNKTL...IGQESLFVYIIPLILYSICLFCIFFIIRINKEVQRKSAFLLVLFLLTIC 157
NTDB id 91 BSU 31690 NP 391047.2 LKWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDIS 159
consensus ! ! ! *** *!! ! !*!! !*** * ! !****!! ! *** !!!*!***!! !**!*! !! !*
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NTDB id 202928 BK049 RS12770 WP 008357179.1 IGYLSAGTSGIGDRFSHYVITFCLSSVFIFYIHFIYQYFKEFDLHITTRKTIYILYSLPITNLVIELFVPIDSVIARYMP 237
NTDB id 91 BSU 31690 NP 391047.2 IAYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFL..NRISFLYIIPIFNLGIEFFQDYLQVDIDFLA 237
consensus !*!*!!! * !* *!* !* ! *! !**!! ! ! * ** ! !! *!! !! !! ! * ! ***
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NTDB id 202928 BK049 RS12770 WP 008357179.1 SLNLLFFFASIIMSFKVIINGMQKYKETEQGSVLKFFVMINIIAFCPFIFLFAIPYVLFRIYVVDPFFLTSFVLLIPFSL 317
NTDB id 91 BSU 31690 NP 391047.2 TLNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGL 317
consensus *!!!* ! * !! ! ***!!! !* *!! ** ! * !*!!* ! *! * !* ** ! **!!!! !
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NTDB id 202928 BK049 RS12770 WP 008357179.1 VYQFMTNKLYNMDFLISRLKYYGFIAITPTILVVVTFYILQKPEDLKYTLKLTFITYTLMLAVFYFKEILDFRFRLKRFS 397
NTDB id 91 BSU 31690 NP 391047.2 VYQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFS 397
consensus !!!!* !!** **!** !**!!* *!* !!*!*! * ** *** ! * *! !!!!!!!**!!*!!!!!!!
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NTDB id 202928 BK049 RS12770 WP 008357179.1 EKHNYQDSVFKFTQLIREASSLHQVLYHLKYTILEVLVVNKAFVLEVKADGEIVEIDEIDESIEESQLWKDYVDQFQDIL 477
NTDB id 91 BSU 31690 NP 391047.2 EKFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKH....EVGPDWNFYQEEFENVT 473
consensus !!*!!!!!*!!*!!!*! *!!*!! *!! !!!*!!*! !!* !! *!* ** *! *****! * ! ! * ! *
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NTDB id 202928 BK049 RS12770 WP 008357179.1 GEVGKIIGLDKGFMMKIGERGGHSFVICCLSNLKTPKLTRDEISWLKTLAFYTSVSLENVVKIEELMEHLEDLKQRESNP 557
NTDB id 91 BSU 31690 NP 391047.2 SEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNP 553
consensus !*!!!! * !!*!!*!!!!!*!*!**!!!!* !!*!!!!!!!!!!!! !!!!!!*!!!**!!!!!!!! !!!! *!!
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NTDB id 202928 BK049 RS12770 WP 008357179.1 AWLKKIMFAMEEKQRSDLARDLHDSVLQDLISLKRQSEMFLTNFHN..EQCTTSIENSLISWNEQMSKVIQTTRETCHEL 635
NTDB id 91 BSU 31690 NP 391047.2 IWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHEL 633
consensus !!!!*!!!*!!!!!! !!!!!!!!!!!!!!!!!!!*!*!! !* ** *! * !* !!!!! !! !!!!!!!!
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NTDB id 202928 BK049 RS12770 WP 008357179.1 RPQLLYDLGLVKAISKLVSQIQEEAPFHIRLNTTRFDKELDIDIDSQLNIYRIVQELLSNALKHSKASQVLVMLICIKDQ 715
NTDB id 91 BSU 31690 NP 391047.2 RPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASL..DLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNK 711
consensus !!!!!!!!!!!!!*!!!! ! !! !!!!!!!! !! !**!*!!!!!*!!!*!! !!!!*!!! !* !!*!!!*!

logo

I
VVLHYEDDGVGFDAQESKQLNDTEQHSTMSMGLSGIKRERVKRALDNGKRLQR I EHTASEPEGKGFLKAVDKI E I

MEL
NTDB id 202928 BK049 RS12770 WP 008357179.1 VVLHYEDDGVGFDASQLDQHTMSMGLSGIRERVKALNGKLQIHTAPEKGLKVKIEMEL 773
NTDB id 91 BSU 31690 NP 391047.2 IVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus *!!!!!!!!!!!! !*!!!!!!!!*!!!*!! !*! !*! * !! ! !!*!!
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