
logo MFSFFWKRKRKRKAKEQEPATPAVELAEEPAPQAVPQAETAAKQVESVEPAVAQIVGNIKEDVESL
PAESVKPAGPRAEPSAVETVSGAVEQVKETVATEPMVPASEPAGP

NTDB id 202552 BJN34 RS02300 WP 078195173.1 MFSFWKKRKAEPAPVEAPAPAPA...QVEVPA.............PA...PAPAP.................TPVPAPAP 44
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!****! * ! *!* * *** !! * **************!******!****************** **! *!*
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NTDB id 202552 BJN34 RS02300 WP 078195173.1 VAA.PV......PAPVPAPETLELVPPPAPTTESKLGWMQRLRTGLSKTSR....NIGTLFVGVKVDEDLFEELETALLM 113
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 202552 BJN34 RS02300 WP 078195173.1 ADAGVEATEYLLGELRKRVKAERIETAEGVKAALRELLTQLLRPLEKTMALG.REQPLVMMIAGVNGAGKTTSIGKLCKH 192
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *! !*!!!!!!* **! !! * * ***!!*! ! !**!!!!** !** ! !*!*!!*!!!!!!!!!!!!*!*
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NTDB id 202552 BJN34 RS02300 WP 078195173.1 FQSYDQKVLLAAGDTFRAAAREQLTIWGERNNVTVVAQESGDPAAVIFDAVNAAKARGIDIVMADTAGRLPTQLHLMEEL 272
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 202552 BJN34 RS02300 WP 078195173.1 RKVKRVISKAMPSAPHEVLLVIDANTGQNALQQTRAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEKV 352
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 202552 BJN34 RS02300 WP 078195173.1 EDLQPFKADEFAEALLG 369
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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