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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 202501 BKK79 RS13555 WP 071015563.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

SDGAEGQRKTDGGLKLGELRL ILQTHKGW
YI STDRAEAQLEQEVALDVAEQEQKQTGDEALLGAR I

TL IVSQRKRAGI
L
P
TEDEAQLYERAVLAEQEKGLTETFLEPNSPTESGFIHVPDGEPESAVAL

NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 202501 BKK79 RS13555 WP 071015563.1 ......MTLGLALA....QSRRIAPALLAQ.LEQA.....AREKKSQLIDEIVGSGTMSARDLATFAADKYQLPLLDLSQ 64
NTDB id 1110 NGFG RS09235 WP 003689817.1 ......MSVGLLRI........LVQNQVVT.VEQAEHYYNESQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDV 74
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGV 74
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 202501 BKK79 RS13555 WP 071015563.1 FNFATVPPALVGNREFHAHRLLPLGRRDNRLVVATSDPSNQAGLDAIRQKLN.....LPVDAVVVEHDKLLKHVRSAGEE 139
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVE 149
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAKK.............QAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRID 542
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAER.............NKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRID 539
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQG..KEISQDELANLVKV..SDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCD 217
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGL..KEINQEELASLVDV..GADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCD 217
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGL..KEINQDELAGLVDI..GEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCD 217
NTDB id 202501 BKK79 RS13555 WP 071015563.1 SSTLRA...AG.PVAAEHKLIEYDPVASAGAQRNKAPNDIDDAPVVRFLHKLLTEAFHRGASDLHFEPFETFYRVRFRVD 215
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSLLQ..ELG.EGQEEE..........ESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVD 207
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVEDSGDLEGLEISAD...DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQD 226
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESSFDFNDE...EFD...LDVNLDG..PTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVD 221
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETHFNFDTE...ELD...LDVEVDP..HTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVD 221
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NTDB id 1028 TT RS08215 WP 011173991.1 GALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREG................AIDVDLRLSTLPTVYGEKA 606
NTDB id 1306 DR RS10060 WP 027479822.1 GALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKG................SIDLDLRLSTLPTVYGEKA 603
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR...............DTAIDMRVSTLPTLWGEKI 282
NTDB id 1293 VP RS12240 WP 005479695.1 GILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ...............DTAIDMRVSTLPTLFGEKI 282
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ...............DTAIDMRVSTLPTLFGEKI 282
NTDB id 202501 BKK79 RS13555 WP 071015563.1 GVLLEVARPPLDIRDKIATRIKVLSRLDISEKRVPQDGRMKLLIALPKEKDKDGKDSKETVEKAIDFRVSTLPTLFGEKI 295
NTDB id 1110 NGFG RS09235 WP 003689817.1 GQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQK..............GGKPVDFRVSTLPTLFGEKV 273
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK...............SRAIDFRVSTCPTSAGEKV 291
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK...............SKAIDFRVNSLPTLFGEKL 286
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK...............SKTIDFRVNSLPTLFGEKI 286
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NTDB id 1028 TT RS08215 WP 011173991.1 VMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGI 686
NTDB id 1306 DR RS10060 WP 027479822.1 VMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGI 683
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGI 362
NTDB id 1293 VP RS12240 WP 005479695.1 VLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGI 362
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGI 362
NTDB id 202501 BKK79 RS13555 WP 071015563.1 VMRILDSSTDKLDIDRLGYEPAQKALLLETIKRPYGMILVTGPTGSGKTVSLYTFLNLLNQGDINISTAEDPAEIQLPGI 375
NTDB id 1110 NGFG RS09235 WP 003689817.1 VMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGI 353
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGI 371
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGI 366
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGV 366
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NTDB id 1028 TT RS08215 WP 011173991.1 NQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISA 766
NTDB id 1306 DR RS10060 WP 027479822.1 VQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISA 763
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLAS 442
NTDB id 1293 VP RS12240 WP 005479695.1 NQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLAS 442
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLAS 442
NTDB id 202501 BKK79 RS13555 WP 071015563.1 NQVNVNEKAGLTFAAALRSFLRQDPDVIMVGEIRDLETADIAIKAAQTGHLVLSTLHTNDAPTTLTRLMNMGVAPFNIAS 455
NTDB id 1110 NGFG RS09235 WP 003689817.1 NQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIAS 433
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIAS 451
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIAT 446
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIAT 446
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NTDB id 1028 TT RS08215 WP 011173991.1 ALIGVLSQRLVRRVCEHCKVEV.KPDPETLRRLGLSEAEIQG..ARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHA 843
NTDB id 1306 DR RS10060 WP 027479822.1 AVMGVLAQRLVRRVCSECKQPT.NADPEVLRRLGISERDIRG..ANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRT 840
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SLSLIIAQRLARRLCKHCKIAV.RPSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEA 516
NTDB id 1293 VP RS12240 WP 005479695.1 SLSLIIAQRLARKLCPYCKQPQ.EHTVQL.QHLGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEA 515
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLSLIIAQRLARKLCPYCRQPQ.EPNSQL.QHIGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEA 515
NTDB id 202501 BKK79 RS13555 WP 071015563.1 SVLLITAQRLARRLCNCKRPGA..LARDVLLDAGFQESELDG.SWQPYHPAGCERCSGSGYKGRCGIYQVMPISEAMQQI 532
NTDB id 1110 NGFG RS09235 WP 003689817.1 SVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRV 512
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQL 528
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SVNLVIAQRLARRLCSQCKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKI 524
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SVNLVIAQRLARRLCSQCKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKI 524
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NTDB id 1028 TT RS08215 WP 011173991.1 IVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 IGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IMQRASIHQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 LIKGASVHELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LIKGASVHELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 202501 BKK79 RS13555 WP 071015563.1 ILSHGTALQIAEQAR.RDGVLSLREAGLLKVKQGVTSLEEVLATTNM 578
NTDB id 1110 NGFG RS09235 WP 003689817.1 IMNNGTEVGILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IMSGGNSLDILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IMEDGNALEIAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IMEDGNALEIAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
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X non conserved

X similar

X ≥ 50% conserved


