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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 202495 BKK79 RS08540 WP 071037538.1 ..MASVNKVILVGNLGADPETRYMPSGDAVTNIRLATTDRYRDKASGDMKELTEWHRVAFFGKLAEIAGQYLRKGSQVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGA..........PYEEGYGQSQEAYQRPAQQSRQPASD 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGA..........PYDEGYGQSQEAYQRPAQQSRQPAPD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFGGNQGSGWNQAP..AQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 202495 BKK79 RS08540 WP 071037538.1 EGRIRTRKWQDQSGQDKYSTEIVADQ....MQMLGARQGMGGGGDDMGGGGGGGGYGGGREASGGGYGGGRGQGGGQGGG 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.......AQGGMN..VPAQQGSWGQPQQ........ 143
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NTDB id 1103 NMB RS07590 WP 002212976.1 AP...SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 AP...SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 N.......ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 202495 BKK79 RS08540 WP 071037538.1 QGGGQGGGQQGGARRQ..QQAPSNGFEDMDDDIPF 187
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .PAKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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