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NTDB id 1177 A1552VC RS01165 WP 000422572.1 75
NTDB id 1019 ACIAD RS04205 WP 004922051.1 76
NTDB id 202208 BKP64 RS12915 WP 070970735.1 76
NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1307 DR RS10055 WP 010888596.1 80
NTDB id 1060 ABD1 RS04380 WP 000355489.1 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 76
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 76
NTDB id 1202 PSJM300 01600 AFN76400.1 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 153
NTDB id 1019 ACIAD RS04205 WP 004922051.1 156
NTDB id 202208 BKP64 RS12915 WP 070970735.1 155
NTDB id 1203 PSJM300 01605 AFN76401.1 155
NTDB id 1307 DR RS10055 WP 010888596.1 159
NTDB id 1060 ABD1 RS04380 WP 000355489.1 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 155
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 155
NTDB id 1202 PSJM300 01600 AFN76400.1 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 . 155
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 233
NTDB id 1019 ACIAD RS04205 WP 004922051.1 236
NTDB id 202208 BKP64 RS12915 WP 070970735.1 235
NTDB id 1203 PSJM300 01605 AFN76401.1 235
NTDB id 1307 DR RS10055 WP 010888596.1 239
NTDB id 1060 ABD1 RS04380 WP 000355489.1 LT EDPIEFVHQSKKC 235
NTDB id 1040 HON27 RS13360 WP 000355489.1 LT EDPIEFVHQSKKC 235
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 LT EDPIEFVHQSKKC 235
NTDB id 1202 PSJM300 01600 AFN76400.1 235
NTDB id 1194 PAKAF RS01995 WP 003084552.1 235
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IDVFPAEEK NIVRI\MLSESLQAVISQpy BKINGGGRVAAHETI IGMPAIRNLIRENKVAQMY SEY
IDVFPAEEK NIVREIMLSERLQAVISQpy BKINGGGRVAAHET IGMPAIRNLIREIJKVAQMY SEA
IDVFPAEEK NIVRIMLSENLQAVISQpN BKINGGGRVAAHEI IGMPAIRNLIREWNKVAQMY SEX
DVFPAEEKENIVREMLSERILQAVISQpX BKWGGGRVAAHET IGTPAIRNLIREINKVAQMYSH
DVFPAEEKEWIVREMLSESLQ VISQpN NKINGGGRVAAHEI IGTPAIRNLIREKVAQMY SEX
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