logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

20209 SPG 1637 ACF55178.1

146 SP RS08570 WP 000614538.1

257 KZH43 RS07655 WP 220041236.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

20209 SPG 1637 ACF55178.1

146 SP RS08570 WP 000614538.1

257 KZH43 RS07655 WP 220041236.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

20209 SPG 1637 ACF55178.1

146 SP RS08570 WP 000614538.1

257 KZH43 RS07655 WP 220041236.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

20209 SPG 1637 ACF55178.1

146 SP RS08570 WP 000614538.1

257 KZH43 RS07655 WP 220041236.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

WRIFACRI

0. AL EE VLRIV AVARFGREAR Lo 1 VRIEDI EED

L&S

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ

o S T PO URED

QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN
QYLAMEYVAGLDLKRYWKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN,
QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN
QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN

* o % * % ok sk ok %k ok %k >k k %k | I e B I e B e O I B O A A A B e e N

LR AT R B

SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAENIESVPQALENVITIKATAKKL
SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVPQALENVIIKATAKKL

SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWNPLPSVIAENSSVPQALENVIIKATAKKL
SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVPQALENVITIKATAKKL
SMLGSVHYLSPEQARGSKATVQSDIYAMGI @ EMLTGHIPYDGDSAVTIALQHFQKPLPS TAENVPQALENV IKATAK L

SMLGSVHYLSPEQARGSKAT QSDIYAMGI | EMLTGHIPYDGDSAVTIALQHFQKPLPS AENVPQALENV I ATAKKL
NN

TRIRRSE 558 S ARRAESKLURETSHATAT L kg iiKuDHQﬂEEWQ il

TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKESIKNPSQAVTEETYQPQAPKKH
TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKNSIKNPSQAVTEETYQPQAPKKH|
TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKNSIKNPSQAVTEETYQPQAPKKH,
TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKHSIKNPSQAVTEETYQPQAPKKH|
TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHK SIKNPSQAVTEETYQPQAPKKH
..DTKELPK EMBAANSEAAQSLKNKTSNQDJQVDHKEBKPKTKP[AIZK P K|i€:
. . DANGNRIQUDPVPS AR ElKAVAAlPSEPTPA.KQPRKK.TPAKKK
Phosk ook D lokse | Dok ] skok kokok Dbk Dokokokokokok DT Do DD D soskokoskokokok |okokookokokoskokosk okokk kok ok %k % >k %k %k >k %k o k kokok D]k

54
170
170
170
170
170
170

139
255
255
255
255
255
255

223
339
339
339
339
338
338



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

20209 SPG 1637 ACF55178.1

146 SP RS08570 WP 000614538.1

257 KZH43 RS07655 WP 220041236.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

20209 SPG 1637 ACF55178.1

146 SP RS08570 WP 000614538.1

257 KZH43 RS07655 WP 220041236.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

20209 SPG 1637 ACF55178.1

146 SP RS08570 WP 000614538.1

257 KZH43 RS07655 WP 220041236.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

20209 SPG 1637 ACF55178.1

146 SP RS08570 WP 000614538.1

257 KZH43 RS07655 WP 220041236.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

A YL AL LR AT O e M Eekresseee RLIRTD AL ToBkE

BVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKE
BVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKE
BVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKE
BVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKE

BVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKE]

sk Doskoskokoskoskokokskok |1 sk skoskokskooskoskskoskoskokok |oskokskokosk | Dok | oo skoskosk sk | o sk sk sk kokskok |okskokoskokskskokok sksk | k% okl % |

TN M st s e o ereEShes i TSLcg LSkt M

GTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEK.KVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQ.
GTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKEKVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQR

Dokoskoskskok Do Dooskskook Doksksksk Dok Doksksksk Dok Doksk Doskkok sk | oskokokosk |oskook ko * %k k k% | * 11 skkok ok kxkkkkkk kx|

AU RSTRMSEL KR L KIEE ... EESSESER T T el

YVIkNT [ VBT
ATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE] EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVA
ATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVA
ATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVA
ATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE] EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVA
ATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVA

PKI TMP VTlLTV TA QTLNR.N SSSSIEYHlYNTGAKLDKAKIPSSTE
sk 5k sk 3k 5k >k >k ok sk sk ok sk ok ok ok ok kok ok ok | sk sk ok skok sk sk sk ok |k skok ok * k Dskskskokoeskosk ok | oskoskoiskokskokok Dskskskskoeok Dok |sksksksksk | oskok

PLESLEFTONL QL

M WA S WO RACEDLAKTRIR S MATTSAT

MPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSAEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP 543

MPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSIAEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATPjREEe)
MPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSYEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP IR
MPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSYEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATPjREELe)
MPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSYEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSAT PR
........... SEHABMDSESEATTT. ... ... ..SH...................... 616
............. SSEDSTTHSTETS. ... . TERTHTEM. .. ............... 624

ko | okokok | ook okook skook skook sk ok Kok sk ok kR R ok sk ok ok ok ok sk ok |kokkok | sk ok sk ok %k ok %k ok %k ok %k ok %k ok %k K o K ok % ok %k ok % ok % ok % ok K k K K kK %

X non conserved
B similar
>50% conserved

307
423
423
423
423
423
423

390
506
506
506
506
503
507

467
583
583
583
583
585
587



