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NTDB id 1384 A4U84 RS08525 WP 010787006.1 FDISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFM.TH....KQIEPVVIASDELKYLLNALS 89
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 PEQQPIYEESELAFVEQE..........QEQLNL.NDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLY 158
NTDB id 1028 TT RS08215 WP 011173991.1 ...ERFYGKAELSEIAKEFAKKQAEEEVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPY 548
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 KSLSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNP 238
NTDB id 1028 TT RS08215 WP 011173991.1 STLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGA.IDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAP 627
NTDB id 202016 AP3564 RS18535 WP 063388093.1 FHLPKAICERLISHFKFMAQMDIGEKRRPQNGAYSFHTIY.GEVHLRLSTLPTVFDESLVIRILLE.QSIQTPEKLSLFP 123
NTDB id 96 BSU 24730 NP 390353.1 RDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLKE.GNVHLRMSTLPTINEESLVIRVMPQ.YNIPSIDKLSLFP 123
consensus ******** **!!**!******!*!*!*!! ! ***** *****!*!*!!!***! *!*!**** *** ***! *!

logo

G
K
Q
S

E
Q
T
V

F
G
Q
S

A
E
K
T

K
R
T
F
M
L
K
L
E
N
S
A
V
F
I
L
S
K
K
Q
H
P
S
Q
Y
HGI

M
L
F
I
L
I
L
F
I
L
VTGPTGSGKSTFITTTLFYSAILVLHKNQRYI

L
A
A
N
KKQTHMPFKNDK

R
H
N
T
I
I
L
Q
VTAILEDPVE I

Y
T
K
R
E
D
S
I
E
P
D
D
E
G
I
L
M
V

I
N
LQTVQI

VNPREQSKI
A
Q
G
I
V
L
D
TFYASANQRALGLKRTAFI

NTDB id 1384 A4U84 RS08525 WP 010787006.1 QQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTF 317
NTDB id 1028 TT RS08215 WP 011173991.1 GVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIA.TPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAF 706
NTDB id 202016 AP3564 RS18535 WP 063388093.1 SESKKMLSFLKHSHGLLILTGPTGSGKTTTLYSLLHYAKKHFKRNIITLEDPVETKSDEMLQVQINEKAGITYANGLKAI 203
NTDB id 96 BSU 24730 NP 390353.1 KTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAI 203
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRG 397
NTDB id 1028 TT RS08215 WP 011173991.1 LRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKV 786
NTDB id 202016 AP3564 RS18535 WP 063388093.1 LRHDPDMIMVGEIRDHETARIAVRAGLSGHLVLTTMHTRDAKGAIYRLLEFGVTFSEIEQTLIAVAAQRLVHLICPFCKG 283
NTDB id 96 BSU 24730 NP 390353.1 LRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCEN 283
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 VGC.DECYQ.GYRGRIGVYQCLSRTAKK.............FDKQTAYLDFSSLRESAKQKIEQQLTN..ETEVDRVLGY 460
NTDB id 1028 TT RS08215 WP 011173991.1 EVKPD....PETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIARRKGM 862
NTDB id 202016 AP3564 RS18535 WP 063388093.1 NCP.PYCKKLKEIRRIGVYEL.......LYGKNLTAAIREAKGEEQSELDYMKLKDVIKKGIALGYLYPDIYDR...... 349
NTDB id 96 BSU 24730 NP 390353.1 GCSSVYCRQSRNTRRASVYEL.......LYGKNLQQCIQEAKGNH.ANYQYQTLRQIIRKGIALGYLTTNNYDR...... 349
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 E.......................... 461
NTDB id 1028 TT RS08215 WP 011173991.1 KTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 202016 AP3564 RS18535 WP 063388093.1 ......WVFEYE............... 355
NTDB id 96 BSU 24730 NP 390353.1 ......WVYHEKD.............. 356
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