
logo ML
INRVVLVGRLTKRDVPDELRYTAPSSNGAAVGASTFSTLMVAVNRTQFTNAQSNQSGDEREADF INCVTIWRRKAQSAENVFSANFLTNKKGSLAVGI

VDGRLQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 201955 LF20184 RS00330 WP 010017917.1 MINRVVLVGRLTRDPELRYTANGAAVASFTVAVNRQFTNSQGEREADFINCVIWRKAAENFSNFTNKGSLVGIDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!!! *!!!!**!**!!!!*!!! *!*!!!!!!!!!*!!* !!!**!!**!!!!*!*!!!!!!!

logo NYENQQGQRVFYVTEVQVAVDESNVFQSFLLEPSKRANTEGTGSTGEKQSGRNQSSGDGAGAGSNQGNQAFNPSNYQNENSGNNSNQGGSGQSQYSFGPGFGGNNQNDNNNPFYGNNAGNGNFDTNSNNGNSNPS
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....G...YNEGNSGGGQYFGGGQNDNPFG.............GN 139
NTDB id 201955 LF20184 RS00330 WP 010017917.1 NYENQQGQRVYVTEVVVENFSLLESRAESEKRNSGAGSNQAPSYNNNNNQSSQSPFGNNNNNNYGNNAGNGNFDNSNNNS 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS..NGSQQSGF.................T....SP 137
consensus !!!!!!!!!!*!!!!*******!!** ** *** ***** *** **** !* ** ** * **
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SNSNFNTQNADGDPFANDNSGQKAP IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 QNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 201955 LF20184 RS00330 WP 010017917.1 NNNNQSNNSNNNNGDPFANNSKPIDISDDDLPF 193
NTDB id 624 LCA RS00040 WP 011373726.1 QQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
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X non conserved

X similar

X ≥ 50% conserved


