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NTDB id 201913 BP20092 RS00385 WP 099309706.1 MPGGMGPHGPRGGAPTEKADDLGGVLKDLMRFSRRYIPAIIVALVLGVVGTVCQIIGPDYLGDMTDEITKGLPAMINGKP 80
NTDB id 370 SMU RS04260 WP 002263294.1 .................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG...... 57
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NTDB id 201913 BP20092 RS00385 WP 099309706.1 VLGAIDMAAVTRIGWTLVALYVAYALCSYVQSWMMATVTQRTAQRLRSAIDVKMNKLPLKYFDEHSNGDVMSRITNDVDA 160
NTDB id 370 SMU RS04260 WP 002263294.1 ...KIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDL 134
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NTDB id 201913 BP20092 RS00385 WP 099309706.1 VGQTLGQSLGSLITSVTLFFGALIMMFANNWLLALCAIAASLLGMVLMLVVMRFSQRYFVKQQAALGDVNGHVEEMYSGH 240
NTDB id 370 SMU RS04260 WP 002263294.1 MTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGH 214
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NTDB id 201913 BP20092 RS00385 WP 099309706.1 TVVKAFGGEADAIRRFERYNNDLYESGWKSQFLSGLMMPMMNLVGNLGYVVVCVVGAWLAMSGRIEFGVIVAFMLYIRFF 320
NTDB id 370 SMU RS04260 WP 002263294.1 NVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIF 294
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NTDB id 201913 BP20092 RS00385 WP 099309706.1 TQPLSQFAQAFQNLQRCAAGAERVFTFLNEPELADESSKQPLLGMGDNGEITPVEGRVSFEHVKFGYDADRMIIHDFSAD 400
NTDB id 370 SMU RS04260 WP 002263294.1 TQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVK........QLEKVEGNVNFDNVFFGYSPDKTIIHDFSAH 366
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NTDB id 201913 BP20092 RS00385 WP 099309706.1 VQPGQKVAIVGPTGAGKTTMVNLLMRFYEINGGRISIDGINTKDVPRWNVHDQFSMVLQDTWVFQGTVRENIVYAKEGVS 480
NTDB id 370 SMU RS04260 WP 002263294.1 AKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHIT 446
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logo DEQVIAAACKAVGLVHHRFYIKMS
TLPDKGYDTVLDDESAVTLSQVGQKQLLTIARALML

V
K
QDASP I

LL I LDEATSSVDTRTEEL IQRTAMDHKLMT
NTDB id 201913 BP20092 RS00385 WP 099309706.1 DEQVIAACKAVGLHRYIMSLPDGYDTVLDESATLSQGQKQLLTIARAMVQDSPILILDEATSSVDTRTEELIQTAMDKLT 560
NTDB id 370 SMU RS04260 WP 002263294.1 DEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLM 526
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NTDB id 201913 BP20092 RS00385 WP 099309706.1 EGRTSFVIAHRLSTIRDADMILVMKDGDIVERGTHDDLLARGGFYADIYNAQFSLAQ. 617
NTDB id 370 SMU RS04260 WP 002263294.1 EGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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