
logo MLAELS IKNFAI I EESLSTLVSFDEKRGLTVLTGETGAGKS I I IDA IHSLL IVGGRGSASEFVRFYGAEAEKAE I
LEGLFLLDEDSDGRHPCVCLGQKV

NTDB id 201908 GD3902 RS15120 WP 008879799.1 MLAELSIKNFAIIESLSLSFDKGLTVLTGETGAGKSIIIDAIHLLIGGRGSAEFVRFGAEKAEIEGLFLLDDDRHPCCQK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
consensus !!!!!!!!!!!!!! !**!!**!!!!!!!!!!!!!!!!!!!!*!!*!!!!! !!!!*! !!!*!!!!!!* * !!**

logo CAEQVGIDVSDEEGMI
VVLMRRDI LSATNSGKSVCR I

VNGKLVTI
TAI

SLRE I
VGARLTLLVDIHGQHDEHNQELLMDEDPESNRHLPQLLDEKFAGGAEMVAEESAL

NTDB id 201908 GD3902 RS15120 WP 008879799.1 CAEVGIDVSEGMVVLRRDILANGKSVCRINGKLVTTAILREVGATLVDIHGQHEHQELMDPSRHLPLLDEFGGAEMAEAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus !!! !!!!!* !*!*!!!! !!!!!!*!!!!!! ! !!!*! !*!!!!!!**! !!** !!*!!! !*!!!* !!

logo

A
K
R
TYQRAEGVYEQQRHYEVAKLLVKKLKKQLSENSEQEQMAHRLDL ILQTFQLERE I EQSAKTLELGNEDEQRLMQEEKRQVQRI SVNFEQKIYESAS ILQKNASYENALRSGS

NTDB id 201908 GD3902 RS15120 WP 008879799.1 ARYRAVYEQHEALVKKLKKLSENEQQMAHRLDLLTFQLREIEQATLELGEDERLMEEKVRIVNFQKIYSAIQKSYEALSG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus ! ! * !*!!!! !!! !! !!!!!!!* !!! !!! ! !!! !!! ! !!* ! !! !!! *! ! !!

logo EGQGRGLDSWI
VGEMAMSAGHQLDEDI

V
A
S
A
D
I
M
D
N
A
E
A
PLKEKAMS

YESTVASNSYYLLEDEAVMTFYKQLMRDNMQLDEELEFYDPAERLDNAYI ESTRLANE IKQQLKRKYGAT
NTDB id 201908 GD3902 RS15120 WP 008879799.1 EGRGLDSIGEAMGHLDDVAAMDAALKEAYETVANSYYLLEEVMYKLRDQLEELEYDPARLDAIESRLAEIQQLKRKYGAT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus ! !!! *! ! **!*!* * *!! !*! !!!!!!!* * *! !*!!!*!! !! !!*!! !! !!!!!!!!!

logo

I
V
A
EDI LEQYAESAKIAEEE IDEQTI ENRDESTHLVHQESLEKKREQLADASVGTKSDLVALMVEAAENVSTNQI

VRKRTW
YAKREKLAIDEER IHQRELKDSLYMEKSTQTFDI

T
E
I FAK

NTDB id 201908 GD3902 RS15120 WP 008879799.1 IADILQYAEAIAEEIETIENRETHVHELERQLAAVTSDLLMEAENVTNVRRTYARELIERIHQELKDLYMEKTQFDIIFA 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus * !!! !! ! !!!* !!!!**!** ! * ! ! !* *!! !!***!*!*!* ! * !! !!! !!!!!* !! !

logo

K
VRETAGSRNPELDEAPLVDNGQVPVKQFLHTEDQGIDLVVEKFLYI STNTVGEPLKPSLASKVASGGELSR I

VMLAI
LKSTI FSKSHQQDGVTS I I FDEVDTG

NTDB id 201908 GD3902 RS15120 WP 008879799.1 KREG..PLDAPLVDGVPVKFHEDGIDVVEFYISTNVGEPLKPLAKVASGGELSRIMLALKTIFSKHQGVTSIIFDEVDTG 478
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus ! **** *!!!! ! !! *! !!!*! ! !!!! !!!!!*! !!!!!!!!!!*!!!*!*!!! *! !!!!!!!!!!!!

logo VSGRVAQAIAEKIHYKR I
V
A
S
I
SGSQVLC I STHLPQVAAMADTHLFYIAKELTDKDGGTRTKTTRVVKKPLDSEKEQEKVAKE IGRMIASGVEMVTDELTK

NTDB id 201908 GD3902 RS15120 WP 008879799.1 VSGRVAQAIAEKIYRIASGSQVLCISHLPQVAAMADTHLFIAKETDGTRTKTVVKKLDEEEKVKEIGRMISGVEMTELTK 558
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!!!!!!*** !!!!!!!*!!!!!!!!!!!!!*!!!! !! ! !!*! !!! !!!!!! !!!*!*!!!



logo

Q
RHAKELLEKLQAADKQMVKQTTG

NTDB id 201908 GD3902 RS15120 WP 008879799.1 QHAKELLELAAKMKQ.. 573
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !!!!!! ! *! **

X non conserved

X similar

X ≥ 50% conserved


