
logo MAGNRNTNDMVNTVHYCSFCGKNSQDEVKKI IAGNGVF ICNECVAELSQE I IKREELAEEVLADLASEVPKPKELLAE I LDNQSYVI
VGQDRAKRAL

NTDB id 20188 DN94 05790 AHX75185.1 MAGNRNNDMNVYCSFCGKSQDEVKKIIAGNGVFICNECVALSQEIIKEELAEEVLADLAEVPKPKELLEILNQYVVGQDRAKRAL 85
NTDB id 379 SMU RS04375 WP 002262816.1 MAGNRTNDVTVHCSFCGKNQDEVKKIIAGNGVFICNECVELSQEIIREELAEEVLADLSEVPKPKELLAILDSYVIGQDRAKRAL 85
consensus !!!!! !!* !*!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!!*!!!!!!!!!!! !!!!!!!!! !! !!*!!!!!!!!!

logo AVAVYNHYKR I
VSFYTESQSDDDQDVDLQKSNI LMIGPTGSGKTFLAQTLAKSLNVPFAIADATASLTEAGYVGEDVENI LLKL IQAADY

NTDB id 20188 DN94 05790 AHX75185.1 AVAVYNHYKRVSYTESSD.DDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATSLTEAGYVGEDVENILLKLIQAADY 169
NTDB id 379 SMU RS04375 WP 002262816.1 AVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENILLKLIQAADY 170
consensus !!!!!!!!!!*!*!!! !* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo NVERAERGI IYVDE IDKIAKKGENVS ITRDVSGEGVQQALLKI I EGTVASVPPQGGRKHPNQQEMIQIDNTKNI LF IVGGAFDGI ED
NTDB id 20188 DN94 05790 AHX75185.1 NVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPNQEMIQINTKNILFIVGGAFDGIED 254
NTDB id 379 SMU RS04375 WP 002262816.1 NVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQIDTKNILFIVGGAFDGIED 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!

logo

I
LVKQRLGEKI

V IGFGQNTNSKRKIDDNQASSYMQE I I SEDIQKFGL IPEF IGRLPVLVAVALELQLTAVDEDLVKR I LTEPKRNALVKQYQTLLSYDG
NTDB id 20188 DN94 05790 AHX75185.1 LVKQRLGEKVIGFGQTSRKIDDNASYMQEIISEDIQKFGLIPEFIGRLPVVVALELLTAEDLVRILTEPRNALVKQYQTLLSYDG 339
NTDB id 379 SMU RS04375 WP 002262816.1 IVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQLTVDDLVKILTEPKNALVKQYQTLLSYDG 340
consensus *!!!!!!!!*!!!!! *!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!* !!! !! *!!!*!!!!!*!!!!!!!!!!!!!!!

logo VELEFDQDEALLQAIADQKAI ERKTGARGLRS I I EETMLDI
LMFE IPSQEDVTCKVR ITKAKAVEGTDKP I

VLETAS
NTDB id 20188 DN94 05790 AHX75185.1 VELEFDQDALLAIADKAIERKTGARGLRSIIEETMLDIMFEIPSQEDVTKVRITKAAVEGTDKPVLETA. 408
NTDB id 379 SMU RS04375 WP 002262816.1 VELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCVRITKKAVEGTDKPILETAS 410
consensus !!!!!!!*!! !!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!! !!!!!!!!*!!!!*
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