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NTDB id 1110 NGFG RS09235 WP 003689817.1 EGQEE.................EESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLRE 212
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NTDB id 1293 VP RS12240 WP 005479695.1 KEINQEELASLVDVGA........DEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIE 222
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KEINQDELAGLVDIGE........DEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIE 222
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ..LSEY.VEDSGDLEGLEISADDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHE 231
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NTDB id 1110 NGFG RS09235 WP 003689817.1 VVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGF 292
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGY 301
NTDB id 1293 VP RS12240 WP 005479695.1 TQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGY 301
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGY 301
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGF 310
NTDB id 201803 LT090 RS02835 WP 415918826.1 VASPPVNLASRMTARLKVMSKLDIAERRVPQDGRIKLNVSK.TKSIDFRVSTLPTMWGEKVVMRILDSSSAQLGIDILGY 305
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGY 305
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGY 305
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NTDB id 1110 NGFG RS09235 WP 003689817.1 EPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKS 372
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRS 381
NTDB id 1293 VP RS12240 WP 005479695.1 SEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRS 381
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRS 381
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRS 390
NTDB id 201803 LT090 RS02835 WP 415918826.1 EDEQKKLYMDALSKPQGMILVTGPTGSGKTVSLYTGLNILNTEERNISTAEDPVEINLEGVNQVQINNRAGLTFAEALKS 385
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKS 385
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRS 385
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NTDB id 1110 NGFG RS09235 WP 003689817.1 FLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCK 452
NTDB id 1168 A1552VC RS11070 WP 000957200.1 FLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCK 461
NTDB id 1293 VP RS12240 WP 005479695.1 FLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCK 461
NTDB id 1401 DSB67 RS12665 WP 010643259.1 FLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCR 461
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCK 470
NTDB id 201803 LT090 RS02835 WP 415918826.1 FLRQDPDIVMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLTRLLNMGVPSYNVASSVSLIIAQRLARRLCNHCK 465
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCK 465
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCK 465
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NTDB id 1110 NGFG RS09235 WP 003689817.1 QEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGM 531
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IAV.RPSALLQSQFAFQPNE....ILYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGM 535
NTDB id 1293 VP RS12240 WP 005479695.1 QPQ.EHTVQL.QHLGIQTTD....NIFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGM 534
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QPQ.EPNSQL.QHIGIANTE....QIFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGM 534
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AVRDDFTNQGLIELGFKEADL..VNLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGM 547
NTDB id 201803 LT090 RS02835 WP 415918826.1 TV.DDVSPHALVELGFEASE..ANDITIYKPVGCDECT.KGYKGRVGIYEVMQISQETATIIMEGGSSLDIAKQAQSEGF 541
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IP.ADIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGF 543
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RP.IQVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGF 543
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NTDB id 1110 NGFG RS09235 WP 003689817.1 VDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 STLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 201803 LT090 RS02835 WP 415918826.1 NNLRQSALLKAKAGVTSLAEVTRVTA. 567
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NNLRRSGLKKVMQGVTSLQEINRVTSE 570
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