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NTDB id 20169 Spy49 1822 ACI62064.1 VPAIIKKISTLESMQQAIVENLQRSNLNAIEEAKAYQLLVEKKHMTHDEIAKYMGKSRPYISNTLRLLQLPAPIIKTIEEGKISA 170
NTDB id 382 SMU RS09895 WP 011074697.1 IPVIIKKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
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NTDB id 20169 Spy49 1822 ACI62064.1 GHARALLTLSDDKQQLYLTYKIQNEGLSVRQIEQLVTSTPSSKLSKKTKNIFATSLEKQLAKSLGLSVNMKLTANHSGYLQISFS 255
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQT.KKEKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQLKISFS 244
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NTDB id 20169 Spy49 1822 ACI62064.1 NDDELNRIINKLK 268
NTDB id 382 SMU RS09895 WP 011074697.1 SEEDFNRLMNKLN 257
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