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NTDB id 125 BSU 00870 NP 387968.1 ...........MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEPRVK 74
NTDB id 20128 Spy49 0200 ACI60542.1 MGLSCLGKGDYYGKEKRTFICQECGYQSPKYLGRCPNCSAWSSFVEEVEVKEVKNARVSLAGE...KSRPVKLKDVDNISYHRTQ 82
NTDB id 509 SM12261 RS00130 WP 078228442.1 ...........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTK 71
NTDB id 279 KZH43 RS00140 WP 074017595.1 ...........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTK 71
NTDB id 238 SPD RS00140 WP 074017595.1 ...........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTK 71
NTDB id 204 SPR RS00140 WP 074017595.1 ...........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTK 71
NTDB id 169 SP RS00155 WP 074017595.1 ...........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTK 71
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ...........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTK 71
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NTDB id 125 BSU 00870 NP 387968.1 TQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYI 159
NTDB id 20128 Spy49 0200 ACI60542.1 TDMSEFNRVLGGGVVPGSLILIGGDPGIGKSTLLLQVSTQLANK.GTVLYVSGEESAEQIKLRSERLGDIDNEFYLYAETNMQAI 166
NTDB id 509 SM12261 RS00130 WP 078228442.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
NTDB id 279 KZH43 RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
NTDB id 238 SPD RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
NTDB id 204 SPR RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
NTDB id 169 SP RS00155 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
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LAGPRLMLEHMVDTVLYFEGER
NTDB id 125 BSU 00870 NP 387968.1 SSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGER 244
NTDB id 20128 Spy49 0200 ACI60542.1 RTEIENIKPDFLIIDSIQTIMSPDITGVQGSVSQVREVTAELMQLAKTNNIATFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGER 251
NTDB id 509 SM12261 RS00130 WP 078228442.1 RTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGER 240
NTDB id 279 KZH43 RS00140 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGER 240
NTDB id 238 SPD RS00140 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGER 240
NTDB id 204 SPR RS00140 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGER 240
NTDB id 169 SP RS00155 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGER 240
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGER 240
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NTDB id 125 BSU 00870 NP 387968.1 HHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATG 329
NTDB id 20128 Spy49 0200 ACI60542.1 HHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSAVVVTMEGSRPILAEVQSLVTPTVFGNARRTTTG 336
NTDB id 509 SM12261 RS00130 WP 078228442.1 HHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTG 325
NTDB id 279 KZH43 RS00140 WP 074017595.1 HHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTG 325
NTDB id 238 SPD RS00140 WP 074017595.1 HHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTG 325
NTDB id 204 SPR RS00140 WP 074017595.1 HHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTG 325
NTDB id 169 SP RS00155 WP 074017595.1 HHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTG 325
NTDB id 537 SMSK321 RS07120 WP 080550752.1 HHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTG 325
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NTDB id 125 BSU 00870 NP 387968.1 IDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVK 414
NTDB id 20128 Spy49 0200 ACI60542.1 LDFNRVSLIMAVLEKRCGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKEKPTSPQEAFLGEIGLTGEIRRVTRIEQRIN 421
NTDB id 509 SM12261 RS00130 WP 078228442.1 LDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRIN 410
NTDB id 279 KZH43 RS00140 WP 074017595.1 LDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRIN 410
NTDB id 238 SPD RS00140 WP 074017595.1 LDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRIN 410
NTDB id 204 SPR RS00140 WP 074017595.1 LDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRIN 410
NTDB id 169 SP RS00155 WP 074017595.1 LDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRIN 410
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRIN 410
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NTDB id 125 BSU 00870 NP 387968.1 EAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 20128 Spy49 0200 ACI60542.1 EAAKLGFTKVYAPKNALQGIDIPQGIEVVGVTTVGQVLKAVFS. 464
NTDB id 509 SM12261 RS00130 WP 078228442.1 EAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 EAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 EAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 EAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 EAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
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