
logo MASGTNRKTNDMVMTVHYCSFCGKNQDEEVKQKI IAGNGNAVF ICNECVELASQE I IREELAVEEVLADLSEVPKP I
KELLAHI LDNHSYVIGQDRAKRAL

NTDB id 20126 SPG 1495 ACF55845.1 MSTNRKNDMMVYCSFCGKNQEEVQKIIAGNNAFICNECVELAQEIIREELVEEVLADLSEVPKPIELLHILNHYVIGQDRAKRAL 85
NTDB id 379 SMU RS04375 WP 002262816.1 MAGNRTNDVTVHCSFCGKNQDEVKKIIAGNGVFICNECVELSQEIIREELAEEVLADLSEVPKPKELLAILDSYVIGQDRAKRAL 85
consensus ! !! !!* !*!!!!!!!!*!! !!!!!! !!!!!!!!! !!!!!!!! !!!!!!!!!!!!! !!!*!! *!!!!!!!!!!!!

logo AVAVYNHYKR INSFHTDESTQREDEDSEQDVDLQKSNI LMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENI LLKL ILQAVAD
NTDB id 20126 SPG 1495 ACF55845.1 AVAVYNHYKRINFHDTREESEDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENILLKLLQVAD 170
NTDB id 379 SMU RS04375 WP 002262816.1 AVAVYNHYKRISFTESQ.DDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENILLKLIQAAD 169
consensus !!!!!!!!!!! !*** ** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!

logo

F
YNI

VERAERGI IYVDE IDKIAKKGSENVS ITRDVSGEGVQQALLKI I EGTVASVPPQGGRKHPQQEMIQI
VDTKNI LF IVGGAFDGI E

NTDB id 20126 SPG 1495 ACF55845.1 FNIERAERGIIYVDEIDKIAKKSENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQVDTKNILFIVGGAFDGIE 255
NTDB id 379 SMU RS04375 WP 002262816.1 YNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQIDTKNILFIVGGAFDGIE 254
consensus *!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo

D
E IVKQRLMGEKI

V IGFGQNNKAKIDDENQSSYMQE I IASEDIQKFGI
L IPEFL IGRLPVFLAALEQLTVDDLVKR I LKTEPKRNALVKQYQTLLSYD

NTDB id 20126 SPG 1495 ACF55845.1 EIVKQRMGEKVIGFGQNNKAIDENSSYMQEIIAEDIQKFGIIPELIGRLPVFAALEQLTVDDLVRILKEPRNALVKQYQTLLSYD 340
NTDB id 379 SMU RS04375 WP 002262816.1 DIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQLTVDDLVKILTEPKNALVKQYQTLLSYD 339
consensus *!!!!!*!!!*!!!!!!!! !!**!!!!!!!! !!!!!!!*!!! !!!!!! !!!!!!!!!!!!*!! !!*!!!!!!!!!!!!!!

logo

D
GVELEFDDQEALQAE IANQKAI ERKTGARGLRS I I EETMLDLVMFE I

VPSQEDNVKTCLVR ITKEKATVDEGTDKP I LETAS
NTDB id 20126 SPG 1495 ACF55845.1 DVELEFDDEALQEIANKAIERKTGARGLRSIIEETMLDVMFEVPSQENVKLVRITKETVDGTDKPILETA. 410
NTDB id 379 SMU RS04375 WP 002262816.1 GVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCVRITKKAVEGTDKPILETAS 410
consensus !!!!!! !!!! !!*!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!! ! *!!!!! !*!!!!!!!!!!*
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