
logo MLKEDHFGKGKI
VKSVMLRELEKEGRLITSKREAEDFVLCLGDETSQELSTVRQLTAR I ESLNGQSTIPNTSLNSKAVSVIYF IAGNKRALGNVKTSLVGTYLTDGDEANSDVLELPSKRYKELKYLLI LR

NTDB id 443 SPYM3 RS00325 WP 011054099.1 MLEHFGGKVKVLRLEKRISREDLCGDESELSVRQLARIELGQSIPSLSKVIFIAKALNVSVGYLTDGADLELPKRYKELKYLILR 85
NTDB id 20119 Spy49 0032 ACI60395.1 MLEHFGGKVKVLRLEKRISREDLCGDESELSVRQLARIELGQSIPSLSKVIFIAKALNVSVGYLTDGADLELPKRYKELKYLILR 85
NTDB id 451 SPYM18 RS00325 WP 002986681.1 MLEHFGGKVKVLRLEKRISREDLCGDESELSVRQLARIELGQSIPSLSKVIFIAKALNVSVGYLTDGADLELPKRYKELKYLILR 85
NTDB id 45 SMU RS00375 WP 002263400.1 MLKDFGKKIKSLRLEKGLTKEAVCLDESQLSTRQLTRIESGQSTPTLNKAVYIAGRLGVTLGYLTDGENVELPSRYKELKYLLLR 85
NTDB id 555 STRINF RS01865 WP 174221231.1 ...........MREEKEISREEFCGDETELSVRQLARIELNQSIPNLSKASFIANRLGVKLGTLTDGDSLELPKRYKELKYLLLR 74
consensus ************!*!!****!**!*!!**!!*!!!*!!!**!!*!*!*!***!!**!*!**!*!!!!***!!!*!!!!!!!!*!!

logo TPTYGMDQDQVGRKLADQERVKRNEDTEYQFDE IAFSEQVDFYYDDVKI
LPEEEQRKVILAIVIDGIC I

LQSATKFLEDI
T
V
Y
H
L
Q
F
L
T
S
D
G
E
D
N
V
I
T
D
NFGEVYI SDGLI LKNQDEFYLFDGPNQLVI LNKTRKKSTVI

N
V
R
Y
F
N
Q
T
R
I
L
V
QNEDLLI LLI EDLYFL ISA I

C
Y

NTDB id 443 SPYM3 RS00325 WP 011054099.1 TPTYMDDGKLQVREEQFDEIFEDYYDKLPEEEKVAVDIIQAKFEVYQTGDINFGYSILKEFLPQLKRKSIYNLNELLLIDLYLII 170
NTDB id 20119 Spy49 0032 ACI60395.1 TPTYMDDGKLQVREEQFDEIFEDYYDKLPEEEKIIIDCLQATLDTLLSENTNFGIDLLQEYFNQIKTKVRFRQNDLILLELYLAY 170
NTDB id 451 SPYM18 RS00325 WP 002986681.1 TPTYMDDGKLQVREEQFDEIFEDYYDKLPEEEKIIIDCLQATLDTLLSENTNFGIDLLQEYFNQIKTKVRFRQNDLILLELYLAY 170
NTDB id 45 SMU RS00375 WP 002263400.1 TPTYGDQQRLAEKETYFDEIFSQFYDDLPEEEQLIIDGLQSKLDIHFSDNIDFGVGILNDYFDQILRKTNYQVNDLILIDLYFSC 170
NTDB id 555 STRINF RS01865 WP 174221231.1 TPTYGDQVRLDRKNDYFDEIAEVFYDVIPEEERLIIDCLQSKFDVHFSEDVNFGEGILNDYFGQVNRKKVFTINDLILIDLYFAC 159
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NTDB id 443 SPYM3 RS00325 WP 011054099.1 LVVSHFSDDIFDVQFYEEITESMLKQHNNL...SLEDLFLLNNILLSCADTYIRLKMFGHLKETLQLSHFIMSTIQDFQKMPMYC 252
NTDB id 20119 Spy49 0032 ACI60395.1 LDIEGMDGQYSDKIFYDSLLDNLSEQFEQFELDELDELFIVNKIIIDISSLSLKNNRLDNLEKAIEMSQKIMAKIQDWNRMPILK 255
NTDB id 451 SPYM18 RS00325 WP 002986681.1 LDIEGMDGQYSDKIFYDSLLDNLSEQFEQFEL...DELFIVNKIIIDISSLSLKNNRLDNLEKAIEMSQKIMAKIQDWNRMPILK 252
NTDB id 45 SMU RS00375 WP 002263400.1 LTVSGLDSAIFDSRKYNQLLETLLKQVDCL...PLEDLFVLNNVLLNNFGLLLELKKYDFVKQLIAVSNKIMDRTHDFQKKPIVN 252
NTDB id 555 STRINF RS01865 WP 174221231.1 LSSAKKFEGIYSLDFYDDLMKRLVNQKHVS...PETD.LILNNVLLNNIDLAFQFKREYYIERVITISEKIMTEIHDFQRRPILS 240
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NTDB id 443 SPYM3 RS00325 WP 011054099.1 MYEWKLSIFYLKDINRARNYFEQSILFTQMTGDTYLVQKLRGEWNKDIHYI. 303
NTDB id 20119 Spy49 0032 ACI60395.1 LIEWKYFLIKQKDIIKAEQSFMKACLFAQMTADQYLENKLIQEWEKDVKSY. 306
NTDB id 451 SPYM18 RS00325 WP 002986681.1 LIEWKYFLIKQKDIIKAEQSFMKACLFAQMTADQYLENKLIQEWEKDVKSY. 303
NTDB id 45 SMU RS00375 WP 002263400.1 LLTWKHHLFVEKDYAEAKKSYDAAILFAQLTENINLRENLEKEWQKDSQNGT 304
NTDB id 555 STRINF RS01865 WP 174221231.1 LVEWKYYLKLKHDFALAEQSFTNATLFARLVGDTYLENKLKEEWQLDIDAVE 292
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