logo

NTDB id 20111 SSUO5 1962 ABP90928.1
NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 20111 SSUO5 1962 ABP90928.1
NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 20111 SSUO5 1962 ABP90928.1
NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 20111 SSUO5 1962 ABP90928.1
NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 20111 SSUO5 1962 ABP90928.1
NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

8 e et AL T TR A e

MK I BEF JIFEVIVVYHEFGHF FAK GILVREFAIGMGPKIFAHTGKDGT YTIRILPLGGYVRMAGWGEDIYTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

S ———

N ORRTAL AR EsRLE T ATV HOAT NEED TR st R

L LNFAGUVINRINLS[Y Q DS LPMNVT DJgE KLIRITGLVLIZE KTYJWVDHDATIVEEDGTE RIAPMDVQYQNA WGRL
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLT
Dok Dok Dok Dok DD DL Dok Dok Doskoskok DO DL D Dok b Dok D0k DL DD D Dok b DB DD DL b DL b DO L LD Dok L LD Dok

H NNFL'YL\/F MFVQ. .\./QRTSINMYA& AA% ] D&WNKRMDWQELKEA#WQMDSL

TNFAGPMNNFILG LVFI L|gF QGGVE IS NI B I2GGARQIY G \YTGDINI WIGNTTDSMTEMATIMSKAATD ART@PREIF
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
PRk D Do Dok Dok D DT Dokokok Dok Dokokokokokok |1 Dok Dokok Dokok |1 1ok Dokokok | ok ok ok sk ok ok ok ok ok ok ok sk ok 5k ok ok >k ok ok %k ok ok %k % % |

/TR gET Ve YOV e AL G ATARATLAGL T VA B, S

5] - VR GleupsRsl SVt [AAnG - Y G 'SP 'LKTGIRYDKI\YGGE QIRA{eruyAIRd  pWAL KINL IEINE PQNLGGP VAR 1qYS - QA
SVTVKRSNGQEETISVKPQIYSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQISQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
stk Dokokokok Dokokokokor | Dokokok skok Dok Dok Do D Do DD Do DD Do DD Do Dok Dokokokokokok | Dok Dok | Dok DD DT Dok Dok |k

L AL B ST LT
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