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MFLQNFLTKRLYLRKIYDIMI F IRHSNKCQTKRKQRCFMKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGT
NTDB id 20109 SSU05 1869 ABP90835.1 MFLQNFLTKRLYLRKIYDIMIFIRHSNKCQTKRKQRCFMKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGT 85
NTDB id 463 GPW51 RS08685 WP 012775331.1 ......................................MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGT 47
consensus **************************************!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AVADAQLKYAWVSPTTSSGLL IDELTENTTDSTFGGMVDI SMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKCWQSDMGEVSFH
NTDB id 20109 SSU05 1869 ABP90835.1 AVADAQLKYAWVSPTTSSGLLIDELTENTTDSTFGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKCQM.VSH 169
NTDB id 463 GPW51 RS08685 WP 012775331.1 AVADAQLKYAWVSPTTSSGLLIDELTENTTDSTFGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESF 132
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* * !*

logo

P
TINDEYI FTI

N
KSMASKDYTGIRFDDKFLNI EGMQEFVDGKASDI SG IKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDI

NTDB id 20109 SSU05 1869 ABP90835.1 PINEYIFTN............................................................................ 178
NTDB id 463 GPW51 RS08685 WP 012775331.1 TINDYIFTIKSMASKDYTGIRFDDKFLNIEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDI 217
consensus *!!*!!!! ****************************************************************************

logo

PVADWEKSEYSRTAKLVGMGPWKIKE IVNGES ITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYK
NTDB id 20109 SSU05 1869 ABP90835.1 ..................................................................................... 178
NTDB id 463 GPW51 RS08685 WP 012775331.1 PVADWEKSEYSRTAKLVGMGPWKIKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYK 302
consensus *************************************************************************************

logo

DASNLNIVGQLESSYEYI SFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSL I I SFFGDIHDSE
NTDB id 20109 SSU05 1869 ABP90835.1 ..................................................................................... 178
NTDB id 463 GPW51 RS08685 WP 012775331.1 DASNLNIVGQLESSYEYISFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSE 387
consensus *************************************************************************************

logo

LEGYSYNPEKAKKLLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSV
NTDB id 20109 SSU05 1869 ABP90835.1 ..................................................................................... 178
NTDB id 463 GPW51 RS08685 WP 012775331.1 LEGYSYNPEKAKKLLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSV 472
consensus *************************************************************************************
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QANDAAIDMYAGGWSTGYDPNPSGLWGP IAAFNMSRFVSDENTKLLEAI SSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEK
NTDB id 20109 SSU05 1869 ABP90835.1 ..................................................................................... 178
NTDB id 463 GPW51 RS08685 WP 012775331.1 QANDAAIDMYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEK 557
consensus *************************************************************************************



logo

ITAVNKRVKSYDTKYGSASGTGLAYEGI ELTADKGVVAE
NTDB id 20109 SSU05 1869 ABP90835.1 ....................................... 178
NTDB id 463 GPW51 RS08685 WP 012775331.1 ITAVNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus ***************************************
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