
logo

MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLL IDELTENTTDSTFGGMV
NTDB id 20108 SSU05 1868 ABP90834.1 ..................................................................................... 0
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDSTFGGMV 85
consensus *************************************************************************************

logo

DI SMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYI FTIKSMASKDYTGIRFDDKFLNI
M
E
TGMQEFVDG

NTDB id 20108 SSU05 1868 ABP90834.1 ...........................................................................MTGMQEFVDG 10
NTDB id 463 GPW51 RS08685 WP 012775331.1 DISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDKFLNIEGMQEFVDG 170
consensus **************************************************************************** !!!!!!!!

logo KASDE I SG IKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWKIKE IVNGES ITYVPN
NTDB id 20108 SSU05 1868 ABP90834.1 KASEISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWKIKEIVNGESITYVPN 95
NTDB id 463 GPW51 RS08685 WP 012775331.1 KASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWKIKEIVNGESITYVPN 255
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSNYEYI SFNFGKYDEAAGKNVMDENA
NTDB id 20108 SSU05 1868 ABP90834.1 EYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSNEYISFNFGKYDEAAGKNVMDENA 180
NTDB id 463 GPW51 RS08685 WP 012775331.1 EYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSYEYISFNFGKYDEAAGKNVMDENA 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo KMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSL I I SFFGDIHDSELEGYSYNPEKAKNKLLDEAGYKDVDGDGIREGKDGKAFK
NTDB id 20108 SSU05 1868 ABP90834.1 KMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKANKLLDEAGYKDVDGDGIREGKDGKAFK 265
NTDB id 463 GPW51 RS08685 WP 012775331.1 KMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAKKLLDEAGYKDVDGDGIREGKDGKAFK 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo ITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVDEGKSFYNSVQANDAAIDMYAGGWSTGYDPNPSGLWGP IAAFNMSRFV
NTDB id 20108 SSU05 1868 ABP90834.1 ITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVDGKSFYNSVQANDAAIDMYAGGWSTGYDPNPSGLWGPIAAFNMSRFV 350
NTDB id 463 GPW51 RS08685 WP 012775331.1 ITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAIDMYAGGWSTGYDPNPSGLWGPIAAFNMSRFV 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SDENTKLLEAI SSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITAVNKRVKSYDTKYGSASGTGLAYEGI ELTADKGVVA
NTDB id 20108 SSU05 1868 ABP90834.1 SDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITAVNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVA 435
NTDB id 463 GPW51 RS08685 WP 012775331.1 SDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITAVNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVA 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo E
NTDB id 20108 SSU05 1868 ABP90834.1 E 436
NTDB id 463 GPW51 RS08685 WP 012775331.1 E 596
consensus !
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