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VDAI LVTHEHKSDHIHGI
VGVLARKYGLMDI

VYANAE
NTDB id 20096 SSU05 1357 ABP90323.1 MIGKGFNYSILASGSSGNCFYLETDKKKILVDAGLSGKKITSLLAEIDRKPEDIDAILVTHEHSDHIHGIGVLARKYGMDIYANE 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus ! !! !!!!!!!!!!!*!!!!!* !*!!*!!!!!!!!!* !*!!!!!!**!*!!!!!!!!! !!!!!*!!!!!!!!*!*!!!
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NTDB id 20096 SSU05 1357 ABP90323.1 LTWQAMESKLGKIDVAQKHIFELGAMKTFGDLDIESFGVSHDAACPQFYRFMKDDKSFVMLTDTGYVSDRMVGIVENADAYLIES 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLIES 170
consensus !!!!!* *!!!!! !!!!!*!! !!!!*!!!!!!!!!!!!*!!!!! !!! !!!!*!!!!!!!!!!! **!!!!*!!!!!

logo NHDI E I LRASGI
SYPSWNSLKQR I LSDKGHLCSNDEDGADEATMI

VRSTLGNKRTKKIYLGHLSKENNI
VKELAHMTMKVNAQLAMQADLAGVDGHVDFKQI

VYD
NTDB id 20096 SSU05 1357 ABP90323.1 NHDIEILRAGSYSWNLKQRILSDKGHLCNEDGADAMIRSLGNRTKKIYLGHLSKENNIKELAHMTMVNQLAQADLGVGVDFQVYD 255
NTDB id 383 SMU RS06875 WP 002262928.1 NHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKIYD 255
consensus !!!!!!!! ! !*! !!!!!!!!!!!!*!*!!!* !*!*!!!*!!!!!!!!!!!!!!*!!!!!!!! ! ! !!!!*! *!! *!!

logo TSPDTALTPLATKI
NTDB id 20096 SSU05 1357 ABP90323.1 TSPDTATPLTKI 267
NTDB id 383 SMU RS06875 WP 002262928.1 TSPDTALPLAKI 267
consensus !!!!!! !! !!
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