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NTDB id 596 KW2 RS08720 WP 021037686.1 VLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPL 387
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NTDB id 494 SM12261 RS04305 WP 000942409.1 VLFIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPL 397
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NTDB id 596 KW2 RS08720 WP 021037686.1 MRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDF 555
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NTDB id 596 KW2 RS08720 WP 021037686.1 LSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVTYGNFYHTKFLFTGDL 640
NTDB id 20084 SSU05 0654 ABP89620.1 LEVAKQVQIGRIVVSPGSLTVPDFVATLKKINVPVHVVKVGDRLPIFDSYLEVLYPDGTGDGGNNDSIVLYGRLLETNFLFTGDL 665
NTDB id 494 SM12261 RS04305 WP 000942409.1 LEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLVLYGKLLDKYFLFTGNL 651
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NTDB id 596 KW2 RS08720 WP 021037686.1 EQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETLAKYQVKTLRTDQKGAIKLTE 725
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NTDB id 189 SPR RS04300 WP 000942407.1 EEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKG 736
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NTDB id 264 KZH43 RS04200 WP 000942407.1 EEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKG 736
consensus !**!!**!***!!*!*! !!!***!! !*!!***!*********!*!*!**!!***! !!!!***********!!!!*!!!****

logo

V
W
L
NKQ
N
D
E
Q
SWQKVIKETSVGRR

NTDB id 596 KW2 RS08720 WP 021037686.1 VNQQWQIKTVR. 736
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