logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

20079 SSUO5 0428 ABP89395.1

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

20079 SSUO5 0428 ABP89395.1

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

20079 SSUO5 0428 ABP89395.1

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

SP RS08570 WP 000614538.1

SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

20079 SSUO5 0428 ABP89395.1

146
216
182
257
467
384

consensus

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

LA

e

L )

VAL flr

I

1

ull

Q
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ

0 S L LT R

QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN

QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN

QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN

QYLAMEYVAGLDLKRYWKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN
N N o Ry e YL L

RO o AT S P

SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVPQALENVIIKATAKKL

SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWNPLPSVIAENSSVPQALENVIIKATAKKL
PLPSVIAENBSVPQALENVITIKATAKKL

SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQMY

IRBSE W sl smmuEsHL Foers L KV;nggﬁmLAgﬁuégsazK@D S

Q
TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKV.QAQTEHK.SIKNP.
TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVEQAQTEHKRS IKNPH
TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVROAQTEHKESIKNPR
TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVRQAQTEHKNS IKNPH

. .SLKNKTSNQDKVD.HKIKPKTKP[EKPKK
kk b lsk Dskok b lsksk |l skoskok |oskoskokookkok kokckkskokokksk DD Do DL skkox * % %k * % k % * % kK 3k %k >k 5k 5k 3k k %k ok k%

170
170
170
170
170
170
170

255
255
255
255
255
255
255

339
337
337
337
337
336
336



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

20079 SSU05 0428 ABP89395.1

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

20079 SSUO5 0428 ABP89395.1

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

20079 SSUO5 0428 ABP89395.1

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

20079 SSUO5 0428 ABP89395.1

146
216
182
257
467
384

consensus

SP RS08570 WP 000614538.1

SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

i Bl vt ] T Dl e Eegekeet YD TR

% % % %k k k k  skokokokokokokkkkk ok | kokk Do Dok b oeskskskk | % sk okok kskkokok |oskskskkskoskskskk | ko | okk

1 Attt TR e ks,

KEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEK.
KEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKE
KEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKE
KEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKRE

all

9EEEMISASP GKNK
Y SEEENMIGAEP K PEKIR(HPESDKK . MTEKY .

ko b oskosk ok okokok |k ook ok ok ok k %k >k >k o 3k ok ok ok kK Xk ok Xk k1 sksksk  kokokokok ok * o %k %k ok %k kk |k ok kok % >k >k 3k 3k 3k % X X% Xk *x*x 1% [

KKAAlévv N BQE éELQTA FSICTITQEYSSSVTAGCRVISTDPVANTELAKGS | INLV I SKGKEL | DLTSGCNYTY

INGVAPQVMPIIV G SQENATQILQTAGFSIGTITQEYSSSVTAGQVISTDPVANTELAKGSIINLVISKGKELIMPDLTSGNYTY
KKATTIQLGNYIGRNSTEVISE
KKATTIQLGNYIGRNSTEVISE
KKATTIQLGNYIGRNSTEVISE
KKATTIQLGNYIGRNSTEVISE

OO [ = =550 A el T Ao
SQARSQLQALGVNAESIEK E . DRSYYSMTSD INIG[NYI:AVYe A

Q .
........ EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKN
........ EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKN
........ EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKN
........ EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKN

WTAMGHSSSREGEAY . . DASDYSSEIEEPESSSL VGYY.N.VS Ss DDAy TS GCEEBGSESSERINS © . .

| skosk sk sk kokokok k| ok * * 5k 3k %k k ok Xk k kkk k| k% kokokokk |k | oskokok ok k * Iskosksk |k *

423
421
421
421
421
421
421

500
504
504
504
504
506
503

585
526
526
526
526
527
522

659
597
597
597
597
598
596



o NLIQIVCIKEANIEWEVT TésT.S . EQSPRACEKVDLAKTRVK S IYKPKTTSAT

NTDB id 20079 SSUO5 0428 ABP89395.1
NTDB id 146 SP RS08570 WP 000614538.1
NTDB id 216 SPD RS08205 WP 000614552.1
NTDB id 182 SPR RS07820 WP 000614552.1
NTDB id 257 KZH43 RS07655 WP 220041236.1

NTDB id 467 HSISS4 RS06915 WP 021143821.1 ...... SST....... SSENDSTTEISTETS . . . .. TEATHTESN . . ................
NTDB id 384 SMU RS02325 WP 002263039.1 ...... ETTS..... SEHASWDSESEATTT. . . ... .. SH...... ... ..
consensus * %k k kokkokkkkk | kkk * *

non conserved
B similar
> 50% conserved



