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NTDB id 124 BSU 16930 NP 389575.2 ........MEFPKKAEIIAVGSELLLGQIANTNAQFISKQLAEIGVNVFYHTAVGDNPERLKQVIRIAEERSDFIIFSGGLGPTK 77
NTDB id 20062 SSU05 0062 ABP89034.1 MSEQSHPRQRRNMKAELIAVGTEILTGQIINTNAQFLSEKCAELGIDVYFHTAVGDNEGRLLSTLEVASKRSNMVVLCGGLGPTE 85
NTDB id 462 GPW51 RS00385 WP 012774894.1 ............MKAELIAVGTEILTGQIINTNAQFLSEKCAELGIDVYFHTAVGDNEGRLLSTLEVASKRSNMVVLCGGLGPTE 73
NTDB id 412 SMU RS09535 WP 002262393.1 ............MKSEIIAVGTEILTGQIVNTNSQFLSEKFAELGIDVYFQTAVGDNEERLLSVLKIAKERSDLIVLCGGLGPTE 73
NTDB id 170 SP RS09755 WP 000642718.1 ............MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGPTE 73
NTDB id 280 KZH43 RS08670 WP 000642700.1 ............MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATE 73
NTDB id 205 SPR RS08830 WP 000642700.1 ............MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATE 73
NTDB id 239 SPD RS09270 WP 000642701.1 ............MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATE 73
NTDB id 538 SMSK321 RS11060 WP 000642686.1 ............MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTE 73
NTDB id 510 SM12261 RS08320 WP 000642690.1 ............MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTE 73
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NTDB id 124 BSU 16930 NP 389575.2 DDLTKETIANTLGRPLVLNDEAFQSIEDYFK.RTKRTMSPNNRKQALVIEGSDVLANHFGMAPGMLTEHESRYYMLLPGPPSELR 161
NTDB id 20062 SSU05 0062 ABP89034.1 DDLTKQTLATFLGRNLVFDELAMAKLDRFFASRPGRVRTPNNERQAQIVEGSQALQNPAGLAVGGMIEQDGVTYIVLPGPPSELK 170
NTDB id 462 GPW51 RS00385 WP 012774894.1 DDLTKQTLATFLGRNLVFDELAMAKLDRFFASRPGRVRTPNNERQAQIVEGSQALQNPAGLAVGGMIEQDGVTYIVLPGPPSELK 158
NTDB id 412 SMU RS09535 WP 002262393.1 DDLTKQTLAKFLKRELVFDKTAQERLDEFFASRPTSMRTPNNECQAQIIAGSQPLSNKTGLAVGGLLEADGVTYVVLPGPPSELK 158
NTDB id 170 SP RS09755 WP 000642718.1 DDLTKQTLAKFLGKALVFDPQAQEKLDIFFTLRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSELK 158
NTDB id 280 KZH43 RS08670 WP 000642700.1 DDLTKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSELK 158
NTDB id 205 SPR RS08830 WP 000642700.1 DDLTKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSELK 158
NTDB id 239 SPD RS09270 WP 000642701.1 DDLTKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQVQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSELK 158
NTDB id 538 SMSK321 RS11060 WP 000642686.1 DDLTKQTLAKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQIVEGATPLPNETGLAVGGILEVDGVTYVVLPGPPSELK 158
NTDB id 510 SM12261 RS08320 WP 000642690.1 DDLTKQTLAKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQLVEGAIPLPNETGLAVGGILEVDGVTYVVLPGPPSELK 158
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NTDB id 124 BSU 16930 NP 389575.2 PMFENEAKPLLLKKMGSNEKIVSTVLRFFGIGESQLEADLEDIIDAQTNPTIAPLAADGEVTLRLTAKHADEKETERLLKETEAV 246
NTDB id 20062 SSU05 0062 ABP89034.1 AMFSESLLPLLS...QSQQQLYSRVLRFFGIGESQLVTVLADVIDKQTDPTLAPYAKVGEVTLRLSTKATSQEEANLRLNQLEED 252
NTDB id 462 GPW51 RS00385 WP 012774894.1 AMFSESLLPLLS...QSQQQLYSRVLRFFGIGESQLVTVLADVIDKQTDPTLAPYAKVGEVTLRLSTKATSQEEANLRLNQLEED 240
NTDB id 412 SMU RS09535 WP 002262393.1 PMVNKELLPYLS...KTSEKLYSRVLRFFGIGESHLVTLLHDLIAEQTDPTIAPYAKTGEVTIRLSTKAHRQKEADSKLDKLEKK 240
NTDB id 170 SP RS09755 WP 000642718.1 PMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQALDILENQ 239
NTDB id 280 KZH43 RS08670 WP 000642700.1 PMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQALDILENQ 239
NTDB id 205 SPR RS08830 WP 000642700.1 PMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQALDILENQ 239
NTDB id 239 SPD RS09270 WP 000642701.1 PMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQALDILENQ 239
NTDB id 538 SMSK321 RS11060 WP 000642686.1 PMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQVLDILENQ 239
NTDB id 510 SM12261 RS08320 WP 000642690.1 PMVLNQLLPKLM....TGSKLHSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQVLDILENQ 239
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NTDB id 124 BSU 16930 NP 389575.2 ILE.......RVGEFFYGYDD.TSLVKELSIACKEKGITISAAESFTGGLFSEWLTDHSGASKLFAGGVVCYTNDVKQNVLGVKK 323
NTDB id 20062 SSU05 0062 ABP89034.1 ILQHD.....KLADYFYAYGEDNSLVKTVATRLAEKRQTIAIVEQGTGGLLQAELSLALADQPYFSGGKVVGQLGIES....... 325
NTDB id 462 GPW51 RS00385 WP 012774894.1 ILQHD.....KLADYFYAYGEDNSLVKTVATRLAEKRQTIAIVEQGTGGLLQAELSLALADQPYFSGGKVVGQLGIES....... 313
NTDB id 412 SMU RS09535 WP 002262393.1 IITID.....NLADYFYGYGEENSLPQVVFDLLKEKGKTITAAESLTAGLFQARLADFAGASDIFKGGFITYSIEEKARMLGIPF 320
NTDB id 170 SP RS09755 WP 000642718.1 ILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFKGGFVTYSLEEKSRMLDIPA 324
NTDB id 280 KZH43 RS08670 WP 000642700.1 ILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTYSLEEKSRMLDIPA 324
NTDB id 205 SPR RS08830 WP 000642700.1 ILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTYSLEEKSRMLDIPA 324
NTDB id 239 SPD RS09270 WP 000642701.1 ILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTYSLEEKSRMLDIPA 324
NTDB id 538 SMSK321 RS11060 WP 000642686.1 ILGRQTFEGLSLRDLCYGYGEEASLASIVVEELKKQGKTITAAESLTAGLFQATVADFSGASSIFKGGFVTYSLEEKSKMLDIPV 324
NTDB id 510 SM12261 RS08320 WP 000642690.1 ILGRQTFEGLSLRDLCYGYGEETSLASIVVEELKRQGKTITSAESLTAGLFQARVADFSGASSIFKGGFVTYSLEEKSKMLDIPV 324
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NTDB id 124 BSU 16930 NP 389575.2 ETLDRFGAVSKECASELAKGVQKLTGSDIGISFTGVAGPDAQEGHEPGHVFIGISANGKEEVHEFHFAGSRT.GIRKRGAKYGCH 407
NTDB id 20062 SSU05 0062 ABP89034.1 ..........GWLS.EEADCIRQELQADLGLAVSVLIKPESTEDNVLAKVYLTLATPSGISQKEIDLRGYSWQYLRQL....ACL 395
NTDB id 462 GPW51 RS00385 WP 012774894.1 ..........GWLS.EEADCIRQELQADLGLAVSVLIKPESTEDNVLAKVYLTLATPSGISQKEIDLGGYSWQYLRQL....ACL 383
NTDB id 412 SMU RS09535 WP 002262393.1 EDLQLHGVVSAFTAEKMAERSRQLTQADLAISLTGVAGPDSLEGQPAGTVFIGLSSSKRTMAIKVLIGGRSRSDVRYI....AVL 401
NTDB id 170 SP RS09755 WP 000642718.1 KNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIGGRSRADVRHI....AVM 405
NTDB id 280 KZH43 RS08670 WP 000642700.1 KNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIGGRSRADVRHI....AVM 405
NTDB id 205 SPR RS08830 WP 000642700.1 KNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIGGRSRADVRHI....AVM 405
NTDB id 239 SPD RS09270 WP 000642701.1 KNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIGGRSRADVRHI....AVM 405
NTDB id 538 SMSK321 RS11060 WP 000642686.1 KDLEEQGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPAGTVFIGLAQEHGTKVIKVNIGGRSRADVRHI....AVM 405
NTDB id 510 SM12261 RS08320 WP 000642690.1 KDLEEQGVVSEFTAQKMAEQARIKTQSDFGLSLTGVAGPDSLEGHPAGTVFIGLAQEQGTEVIKVNIGGRSRADVRHI....AVM 405
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NTDB id 124 BSU 16930 NP 389575.2 LILKLLEQK........ 416
NTDB id 20062 SSU05 0062 ABP89034.1 QAWDFVRNTL....... 405
NTDB id 462 GPW51 RS00385 WP 012774894.1 QAWDFVRNTL....... 393
NTDB id 412 SMU RS09535 WP 002262393.1 HAFNLVRQTLLSHKNLV 418
NTDB id 170 SP RS09755 WP 000642718.1 HAFNLVRKALLSD.... 418
NTDB id 280 KZH43 RS08670 WP 000642700.1 HAFNLVRKALLSD.... 418
NTDB id 205 SPR RS08830 WP 000642700.1 HAFNLVRKALLSD.... 418
NTDB id 239 SPD RS09270 WP 000642701.1 HAFNLVRKALLSD.... 418
NTDB id 538 SMSK321 RS11060 WP 000642686.1 HAFNLVRKALLSD.... 418
NTDB id 510 SM12261 RS08320 WP 000642690.1 HAFNLVRKALLSD.... 418
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