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NTDB id 200604 BJP34 RS08270 WP 324611035.1 NLEQVIVDAIASAKSTVDVAVQELRMPRIAQALVERKQAGVKVRVILDNNYSLPVSKLTAESVAKLRQRERSRYNESLIL 133
NTDB id 1416 SGL RS14595 WP 010873643.1 NFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVE......TEKDPFRYRGPLAY 154
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NTDB id 200604 BJP34 RS08270 WP 324611035.1 IDRDGDGQLSAREISEGDALIILGNGGVPMIDDTADGSRGSGLMHHKFIVIDNKVSIITSANFTLSDLHGDFQFRESRGN 213
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NTDB id 200604 BJP34 RS08270 WP 324611035.1 ANNLLKIDSVELANQFTQEFNLMWGDGAGGKPDSKFGLKKPWRPVEQVTLGDTSVGDTSVGDTTVGDTTIAIQFSPTSTT 293
NTDB id 1416 SGL RS14595 WP 010873643.1 ANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKV...............GETTVTVKFSPDRRA 299
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NTDB id 200604 BJP34 RS08270 WP 324611035.1 KPWHQSSNGLIAEILPQAKETIHIALFVFSEQRLTNVLEESHQQGVKVKALIEPSFAFRYYSEGLDMMGVAVAHKCKYET 373
NTDB id 1416 SGL RS14595 WP 010873643.1 IPFPNTSNGLIAQYLNQAQQKIQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEDCLEQP 379
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NTDB id 200604 BJP34 RS08270 WP 324611035.1 GNRPWRQPIATVGVPQLPEGDVLHHKFAILDGKIVITGSHNWSKAANTRNDETVLVIHSPMVAAHFEREFQRLYGKAVKG 453
NTDB id 1416 SGL RS14595 WP 010873643.1 GNSPWALPTEFVGTPALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYG 459
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NTDB id 200604 BJP34 RS08270 WP 324611035.1 VPVRVQQKIKAQQQKCVPLDPHS......................................................... 476
NTDB id 1416 SGL RS14595 WP 010873643.1 LPPTVQARIDRQEQECANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKGI 539
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