
logo MLTKNQLLLKVHLAAGFGPTI SELRLAAWLASTSHNWALSALE IAQIATRLPERYWPTFQASFQSTTLQRQC IDEHEVRTTYLT
NTDB id 200415 A4W84 RS05075 WP 099947343.1 MLTKNQLLLKVHLAAGFGPISELRLAAWLATSHNWALSALEIAQITRLPERYWPTFQASFQSTTLQRQCIEHEVRTTYLT 80
NTDB id 626 LCA RS04960 WP 011374694.1 MLTKNQLLLKVHLAAGFGTISELRLAAWLSTSHNWALSALEIAQIARLPERYWPTFQASFQSTTLQRQCIDHEVRTTYLT 80
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo I LDKDYPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGLTATTI I SGLAQGADAMAHEVALQ
NTDB id 200415 A4W84 RS05075 WP 099947343.1 ILDKDYPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGLTATTIISGLAQGADAMAHEVALQ 160
NTDB id 626 LCA RS04960 WP 011374694.1 ILDKDYPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGLTATTIISGLAQGADAMAHEVALQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGLAP IGVIGTGINCSYPPQNEHLQQVVAEKGLLLSEYALGTPARRYQFPARNKI IAGLCHSL IVTEARWHKSGSL ITANL
NTDB id 200415 A4W84 RS05075 WP 099947343.1 RGLAPIGVIGTGINCSYPPQNEHLQQVVAEKGLLLSEYALGTPARRYQFPARNKIIAGLCHSLIVTEAWHKSGSLITANL 240
NTDB id 626 LCA RS04960 WP 011374694.1 RGLAPIGVIGTGINCSYPPQNEHLQQVVAEKGLLLSEYALGTPARRYQFPARNKIIAGLCHSLIVTEARHKSGSLITANL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo ALQANRNVYAIPGR IDQSLSQGCNQL IAAGATPLLDKNI L I EELRYFD
NTDB id 200415 A4W84 RS05075 WP 099947343.1 ALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD 288
NTDB id 626 LCA RS04960 WP 011374694.1 ALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD 288
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


