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NTDB id 20036 SDD27957 03630 EFY02390.1 ........MLNSFLLILLVLGSSYLAKSDFIASNHPIKQIYRTVLGDKGESSSESKEVHSEVPTEALSASVLTKSIKEQLASDIE 77
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQ.MPSAPNSPK.............TNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQ.MPSAPNSPK.............TNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQ.MPSAPNSPK.............TNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 152 SP RS09870 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQ.MPSAPNSPK.............TNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
consensus **************!*!!**!!*!*** ***!*!*!* *****!***!!*!**!!**!!!!***!*!*****!

logo WNGASGAYF I IVNRGNKTDNLTDASKVASSLKPYANDNEKTKW
TVQGGKQEKTVPTRVANALLTSKSATRQYRKNRYKQETDGNAGYSRTTSFWKTPAPGWHQLVHKHNLKGNSYDTHAV

NTDB id 20036 SDD27957 03630 EFY02390.1 WNGAGAYIINRNKTDLTASVASLPYANNETKWVQGQKVPTRANALLTKSTRQYRNRYQTDNAYRTFKPAGWHQLHHLKGNYDHAV 162
NTDB id 262 KZH43 RS08770 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
NTDB id 221 SPD RS09380 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
NTDB id 187 SPR RS08930 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
NTDB id 152 SP RS09870 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
consensus !!!*!!*!*!*!!!*!*!*!*!*!!!*!*!!*!****!!!*!!!!!*!*!!!!*!!**!*!******!*!!!!***!!!*!*!!!

logo DRGHLLGYALVIGGLKDGFDASTSNPDKNIATVQLTSAWANQADQKAPEYSTGQNYYEGSLKVRRKALDKQGNKRVRYRVTLLYYDAGSDNENDLLVAPSGASQLI EA
NTDB id 20036 SDD27957 03630 EFY02390.1 DRGHLLGYALVGGLKGFDASTSNPDNIATQLSWANQADKPYSTGQNYYEGLVRRALDKGKRVRYRVTLLYDGD.NLLASGSQLEA 246
NTDB id 262 KZH43 RS08770 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEA 241
NTDB id 221 SPD RS09380 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEA 241
NTDB id 187 SPR RS08930 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEA 241
NTDB id 152 SP RS09870 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEA 241
consensus !!!!!!!!!!*!!!*!!!!!!!!!*!!!*!**!!!!!***!!!!!!!!!**!!*!!!**!!!!!!!!!*!*****!**!*!!*!!
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NTDB id 20036 SDD27957 03630 EFY02390.1 KSADGSLAFNVFVPNVQAGLTVDYRTGQIAINP 279
NTDB id 262 KZH43 RS08770 WP 001036779.1 KSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 KSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 KSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 KSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!*!!*!*!!!*!!!!!*!!**!!!!!******
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