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NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 200314 BI350 RS01245 WP 075526470.1 MINRVVLVGRLTKDPELKYTQGGIAVTRFTLAVNRTFTNQQGQREADFVNCVTWRKQAENTANFLRKGSLTGIEGRIQTS 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!*!! !*!!**!**!!!!*!!!**!*!!!!!*!!!*!!**!!! !!!**!!!! !**!!*!!*

logo NFYEGNKQDQGNQRVYFMVTEVQVVAEDNSFVSQLFLESPKRTNAGTGNTAEGEQSGRQSGGDYGAFNEGSQGYNFQSGNGQSNGAQPSYFNSQGSGAGQPQNSDQNSGPYFGQTGQSNQPQNSYQPSQNQQTGPRNAQRNPQANQAGYTNSNFMTQNADDP
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ..QSGFTS.....PQQTGNAPAANNTQADP 153
NTDB id 200314 BI350 RS01245 WP 075526470.1 NFEGKDGNRVFMTEVVADSVQFLEPRNANAERSGDGFGGYQNQGAPSQGAPSQSPYQQQPSYQSNQQPNQQNYTNMNDDP 160
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQN...NQ..RRNQGNSFNDDP 155
consensus !*!***!*!!**!!!*******!!**** * **!** ** * ** *** **** * *! * ***** **!!

logo FSANDNSGGKQAP I EDVI SDDDLPF
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
NTDB id 200314 BI350 RS01245 WP 075526470.1 FSNSGGPIEVSDDDLPF 177
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
consensus !*! ! *!**!!!!!!!
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