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T VW g AL e TR A BTEN 5

MR IITF IF§ V \YHEFGHF FAK SGILVREFAIGMGPKIF H|gMN GT YT RILPLGGYVRMAGWG DIYTEIKTG PAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

T e T

LTLNANGE]V RINLS[NS)Y DI¥T LPMNVT YDLEDIL ITGLVLIJETKTYJ\VDH ATIVEEDGTE RIAPMDVQYQNASI[GRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

L e e

TNFAGPMNNFILG ' 'VFI 'L|F QGG IgDIYS - N[ HV[NMGAALYY G ' PRDIT VEYIN[EJKVISWDWEBJLEYEA ' [RESSI TIEAIRETES
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

o TWRetceET SR sV oL oL e AL EEATAILATLACL TUEIRLLCAVN B Sl

ICVTHKESAENAST  VKPQK[NQEN YL G VAL KTGIRYDK |BMGGIH MAWRGAIJATILITLKGLITRFSLNKLGGPVAM QMSRIQA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
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NGLYS LPLM MLSINLGIFNLIPIPALDGGKI MNIIEAIRRKPLIYQEME YITLEGVA MVVLMIAVTWNDIMRAFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
>50% conserved
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