
logo MSKTIAS INAGSSSLKWQLYQLMPEEEKVLAQKGI
L I ER IGLKKDDSAI STVKYFDNGKQKEEAESQE I

TLDAIHKDHTEAAVKI LLNDDL IHFLGDI IAKASYDE ITG
NTDB id 20009 SDD27957 00765 EFY01847.1 MSKTIAINAGSSSLKWQLYQMPEEEVLAQGIIERIGLKDSISTVKYDGKKEEQILDIHDHTEAVKILLNDLIHFGIIAAYDEITG 85
NTDB id 402 FSA28 RS09365 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG 85
NTDB id 393 SMU RS08995 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG 85
consensus !!!!!*!!!!!!!!!!!!!*!!!!*!!!*!*!!!!!**!*!!!!!**!******!*!*!!!*!!!!!!*!!!!**!!**!!!!!!

logo VGHR I
VVAGGETYFKNESVAVLVDDSETEVVI EKQKVEELSAALLAPLHNPKGAANAAGIRAFRKDKI LPDITSVCVVFDTSAFHTSTMAPKEHVTAYLRYP I

LPQNKYYFTDE
NTDB id 20009 SDD27957 00765 EFY01847.1 VGHRIVAGGEYFKESVVVDD.TVVEQVEELSALAPLHNPGAAAGIRAFRDILPDITSVCVFDTSFHTSMAKHTYLYPIPQKYYTD 169
NTDB id 402 FSA28 RS09365 WP 002263443.1 VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE 170
NTDB id 393 SMU RS08995 WP 002263443.1 VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE 170
consensus !!!!*!!!!*!!*!!**!!***!***!!!!**!!!!!!***!!!!!!!**!!!!!!!!*!!!!*!!!*!****!*!!*!*!!*!*

logo

Y
N
K
QVRKYGAHGTSHKYYVAEHEAAKMI LGERKPLI EEKLKL ITAVHI

MGNGVS ILTANVYDHGGKSVDTSMGFTPLAGGPVMMGTRSTGDI
LDPAI

V IPYL IMEDQN
NTDB id 20009 SDD27957 00765 EFY01847.1 YKVRKYGAHGTSHKYVAEEAAKMLGRPLEELKLITAHIGNGVSITANYHGKSVDTSMGFTPLAGPMMGTRSGDIDPAIIPYLIEQ 254
NTDB id 402 FSA28 RS09365 WP 002263443.1 NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN 255
NTDB id 393 SMU RS08995 WP 002263443.1 NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN 255
consensus **!!!!!!!!!!!*!!!*!!!!*!**!*!*!!!!!*!*!!!!!*!!***!!!!!!!!!!!!!*!*!!!!!*!!*!!!*!!!!***

logo

D
T
P
E
E
D
L
FKDTAPAEDVIVRNRMI LFNKNKESGLGLGVI SGE I

LSSNDMRDE I EAGALTQAEANGNPKDNAVTLAYNI
MF IDR IKIKFHIGQAYFAAVLMNGAVDALIVFTAGMIGENADPALHMI

NTDB id 20009 SDD27957 00765 EFY01847.1 DPELKDAADVVNMLNKKSGLGGVSGISSDMRDIEAGLQENNPDAVLAYNIFIDRIKKFIGQYFAVLNGADALVFTAGMGENAPLM 339
NTDB id 402 FSA28 RS09365 WP 002263443.1 TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI 340
NTDB id 393 SMU RS08995 WP 002263443.1 TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI 340
consensus ****!***!*****!**!!!*!*!**!*!!!*!!!*****!**!*!!!!*!!!!!*!*!!*!*!!*!!*!!*!!!!!*!!!****

logo RQSDEVI IMGKGHLFTDWFLGMADIDVPTEKNVEFKRGPYVRYGDVI STSPNEASAKVKVLVI SPTDEELCVIARDVERLKNTTKK
NTDB id 20009 SDD27957 00765 EFY01847.1 RQDVIGGLTWFGMDIDPEKNVF.GYRGDISTPESKVKVLVISTDEELCIARDVERLKNTK 398
NTDB id 402 FSA28 RS09365 WP 002263443.1 RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK. 399
NTDB id 393 SMU RS08995 WP 002263443.1 RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK. 399
consensus !********!*!*!!**!!!******!*!!****!!!!!!!*!!!!!*!!!!!!!!!**

X non conserved
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X ≥ 50% conserved


