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NTDB id 425 SGO RS10525 WP 012131081.1 ..MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITYSESN 83
NTDB id 539 SM12261 RS09395 WP 000681587.1 ..MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANR 82
NTDB id 256 KZH43 RS10270 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANR 82
NTDB id 215 SPD RS10945 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANR 82
NTDB id 181 SPR RS10425 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANR 82
NTDB id 145 SP RS11450 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANR 82
NTDB id 20005 SDD27957 00005 EFY03820.1 ......MPSMKHILKSLGILLIGFLGGLLAIFTFNATQQSSSTSHTS..SATMSKMVFNNTTDTTKAVKVVQNAVVSVINYQADP 77
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIP.FLVIFLTFILGVISTLTFNWITGNKSFSNNG..KTTVSNVIYDTKSNTTKAVKNVKNTVVSVINYQKTD 82
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NTDB id 425 SGO RS10525 WP 012131081.1 SDAI.......FDNNN...SGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDISVVR 158
NTDB id 539 SM12261 RS09395 WP 000681587.1 QNSV.......FGNDD...TDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 256 KZH43 RS10270 WP 000681597.1 QNSV.......FGNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 215 SPD RS10945 WP 000681597.1 QNSV.......FGNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 181 SPR RS10425 WP 000681597.1 QNSV.......FGNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 145 SP RS11450 WP 000681597.1 QNSV.......FGNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 20005 SDD27957 00005 EFY03820.1 SSSLSNPYTKLFGENPAREDKDSELTVFAQGSGVIYRKDSNHAYVVTNNHVIDGAKRIEILMADGTKVVGELIGADTYSDLAVVK 162
NTDB id 381 SMU RS09890 WP 002262650.1 NSY.....YNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLAVIK 162
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NTDB id 425 SGO RS10525 WP 012131081.1 IPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGNSGGPLVNIQ 243
NTDB id 539 SM12261 RS09395 WP 000681587.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 256 KZH43 RS10270 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 215 SPD RS10945 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 181 SPR RS10425 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 145 SP RS11450 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 20005 SDD27957 00005 EFY03820.1 ISSDKIKTVAEFADSTKLNVGETAIAIGSPLGTQYANSVTKGIVSSLSRTVTLKNEDGETVSTNAIQTDAAINPGNSGGPLINIE 247
NTDB id 381 SMU RS09890 WP 002262650.1 ISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGNSGGALINIK 247
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NTDB id 425 SGO RS10525 WP 012131081.1 GQVIGITSSKIANTNNG....STSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRLKLPDNVKNGVVV 324
NTDB id 539 SM12261 RS09395 WP 000681587.1 GQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRLNIPSNVTSGVVV 321
NTDB id 256 KZH43 RS10270 WP 000681597.1 GQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIV 321
NTDB id 215 SPD RS10945 WP 000681597.1 GQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIV 321
NTDB id 181 SPR RS10425 WP 000681597.1 GQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIV 321
NTDB id 145 SP RS11450 WP 000681597.1 GQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIV 321
NTDB id 20005 SDD27957 00005 EFY03820.1 GQVIGINSSKISSTPSGINGNSGAVEGISFAIPSNDVIKIIKQLETNGEVIRPALGISMVNLNDLSTNALSQINIPTSITGGIVV 332
NTDB id 381 SMU RS09890 WP 002262650.1 GQVIGINSSKIASSNNSN..SGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDTLKIPSDVTSGIVV 330
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