logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

1

1

198717 BIZ42 RS14005 WP 019185385.1

1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GC0O85 RS10305 WP 010947729.1

198717 BIZ42 RS14005 WP 019185385.

1202
1194
1020
1081
1060
1040

consensus

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

1

1

1

IR0 BRI e

=4O /\FF

Dlael epsera s 22

S
BIPMIRVEIG
BIPMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

EFSVKHNASDLHLSAG

IXFSVKEWASDLHLSAG
Il SDLH SAG

I4 SDLH SAG
INASDLHLSAG
ASDLHLS G
ASDLHLSAG

@ IMASDLHLSAG
[ASDLHLSAG
ASDLHLSAG PPMIRVDG
ASDLHLSAG PPMIRVDG

[ | ok %k ok % * 1k

1 ARARE AR ST Bl

ERNERFRVSAF (AR DMP[¢M| THIRMEMK WP S P I

===~ li=-cji=c = ]i-v]i=--c -] =- =]~}

KRR

WL SR

LQN AIAKRGLVLVVGATGSGKSTT AAMTGYRNQHITGHI

(ReACA

=t

eTE| ET

I ARSIRGLVLVTGPTGSGKSTTLAAY
I AMJASIRGLVLVTGPTGSGKSTTLAAY
I FJNPRGL LVTGPTGSGKSTTLAAM
ISTIPAYPRGLVLVTGPTGSGKSTTLAAM

I PAYPRGLVLVTGPTGSGKSTTLAAM

DII[@MPRG VLVTGPTGSGKSTTLAAM
DIIMNPRG VLVTGPTGSGKSTTLAAM

DI[MPRG VLVTGPTGSGKSTTLAAM
P

EEEE > @ L EEEEEE]

L
L
L
L
L DII[OMPRGLVLVTGPTGSGKSTTLAAM
L
L
L
*

NN FETTEIELE *1

] 1 Res e S

153
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

198717 BIZ42 RS14005 WP 019185385.1

1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1

iE)

EDPIEFVHEHK C

EDPIEF H[ai:{aC

EDPIEF Hi¥:#X&C IjyQRE V[eniD Ty
EDPIEF HigUKEY INQREV[ESIDTIH
EDPIEFVH@NSKKSLINQRE H[a)ITIH
EDPIEFVHENSKKSLINQRE H{asIT|H
EDPIEFVHEMKCLINQREVH
EDPIEFVHERWKCLINQREVH
EDPIEFVHNSKKCL NQREVH
EDPIEFVHSKKCL NQREVH
EDPIEFVHWSNKCLINQREVH
EDPIEFVHIISKKCL NQREVH
EDPIEFVHRISKKCL NQREVH
EDPIEFVHINYKKCLINQREVH
EDPIEFVHSKKCLINQREVH
EDPIEFVHENSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH

R A I T B B B EE |

TIDRLDIF et R L {QAV|§Q§{LRE%@K§ Rl o

IDRI Q
T DRI DVFPA[MEK MVR
T DRI DVFPAMEK MVR

et BB SRl BsALRED

L

WNALR ALR [APD
INYALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WALRSALREDPD
WALRSALREDPD
WA LRSALREDPD
§IALRSALREDPD
)3ALRSALREDPD
IW3ALRSALREDPD
M9ALRSALREDPD
WA LRSALREDPD
M5ALRSALREDPD

N N N N

TIDRIIDVFP §] K MVR
TIDRIIDVFP § K MVR

MLSESLIHAVI QISLLK
MLSESLIHAVI QISLLK

1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
198717 BIZ42 RS14005 WP 019185385.
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

TI RIIDVFPAEEKEMVR MLSESLWAV QELLK
MLSESLMAV QELLK
1 MLSESLIIAVISQALLK
MLSESLMAVISQWLLK

MLSESL[ VISQWL K

MLSESL[MAVISQWLLK

TIDR IDVFPAEEK MVRAMLSESLMAVISQWLLK
TIDR IDVFPAEEK MVRMMLSESLWAVISQWLLK

TIDR IDVFPAEEK MVREWMLSESL[NAVISQELLK
*ok 1ok ok ok ok ok ok ok K ok K Pk | kkxx! |

:NKGGRVAA @ETM
4G GRYAAMD

RYUGGGREJAA[
MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

EIM
EIM

*% | TIEET

DL AT AL LT

RERIEN DNALINJAETGHLVF | TLHESUYARIN
RDMETI JAA TAAETGHLVIJIGTLHTHSAjg

G
G

LA TAAETGHLVEGTLHTRSARN
LA TAAETGHLVFGTLHTRYSARYK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT

R0, 50 sl ©
E

e

il

PAIRNLIREBKVAQMYSHIQTG

PAIRNLIREBKVAQMYSINIQTG
IIPATRNLIRECBKVAQMYSNIIQTG
IIPATRNLIRENKVAQMYSINIQTG
IPATRNLIRENKVAQMYSINIQTG
IIPATRNLIRENKVAQMYSINIQTG
*okkkokrokk || kokokkokk Xk

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
198717 BIZ42 RS14005 WP 019185385.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
198717 BIZ42 RS14005 WP 019185385.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

T&DQ‘?L@J.yéﬁN%VE%%ABE%AE

SGEL

=8 3 'P"\)Et—zz'/\.RL‘l{lﬁL—fzﬁqA;D{ LoSRERVREIDET A= aB R DO G REF R A
WWEDIRAIRY QIRYVDDKESSEQDMLHSIADSANDLRLMLKTKRGDDY . . . GSGSLQNVKI........ DME..............
pERIe Ay NMY VQEEISEY EDJAL LHJ\ADSSNDLRLMIKLGSETDGEHLTSVS.QGLTL. . . . .. .. EMSDDDPGRSFR. .. ..
YADMLKHNDSPNNLRLQIKLSEEANKPLDNRERMSEMER. .. ... .. KMTFDGQRRNLK. . ...
LERJAI .DPKE. .[JARLANDASAGL . GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA
A PEV R R R QAN SE SM . . SE . o e e e e e e e e e e e e
I A PE A R R R I AN SE S M. . SE . o e e e e e e e e e e
D AQEVQSKIELDLKA . (. . oo e e e
D A QEVQSKIELDLKA . cJ8. « v e v e e e e e e e e e e e e e e e e
T N KHTRHEARL . NKSL . B8, . o e e e e et e e et e e
i3 N KHT A HE AL . NKSL . Jl. . . ot o e i e et e e e e e e e e e e e e e et e e e e e e e e e e i eea
T S RNQUREYPNK . DKRI . J3E . . . o e e e e
T G RDSEVKEKIIK . QPEN . L Jl. . . o e e e e
i ¢ RENE REKIK . IPEN . L Jl. . . oot e e e e e e e e e e e e e e e e e e
T CNINLPTENRAVINK . SPES . (8. . . o e e e e i e e
i P QTR TAMK . QPES . Bl . - o v o oot e e e e
T CABESP OTENRTAMNK . QPES .. L J8L . . o o et e e e e
i GBS P QT R TAIK . QPES . LIl . . o e e e et e e e e e e e e e e e e e e e e

! ! * % *

X non conserved
B similar
> 507 conserved

368
381
383
418
347
347
345
345
344
344
345
344
344
344
345
345
345

368
381
383
395
347
347
345
345
344
344
345
344
344
344
345
345
345



