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NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANA.QSDLSVGSSVF 79
NTDB id 198613 LPB072 RS22445 WP 066096421.1 ......MKSSNHRGFTLIELMIVVAIIGILAAVALPAYQDYAVRAKTSEAVVAASAAKTFMSEGYSADTVAGLSSAAAAF 74
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
consensus * * ***!!!!!!!!!!*!!*!!!!!*!*!!!!!!*!!****!****!* *!* *!!** * ***** ** *!
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NTDB id 1424 RS RS02795 WP 011000517.1 TPT.......KNVANLT...........IAGTGTVPGQITVTYT........TAAGGGTLALVPTAAGTALPVSSAPSGP 133
NTDB id 198613 LPB072 RS22445 WP 066096421.1 NLVPLADKQSKYVANMCVQTPGVVGTVCTPFAGSATWPIYVTLAANAANGIPTPLNGLTFVLSPNVNGVA..PTAASQGP 152
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHAS.KYVKSVKVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKAV..PAATSTGA 150
consensus * * * * *!** * * *** ** !*!**** *****!** ! !* ! ! *** * ******!*
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NTDB id 1424 RS RS02795 WP 011000517.1 IMWTCYAQNKAQAASSV...APSGTMSLAAKYAPAECR 168
NTDB id 198613 LPB072 RS22445 WP 066096421.1 IDWACAGTTNATATARG..MANRVLGTLPAKYLPAECR 188
NTDB id 1188 NELON RS01755 WP 003772458.1 IDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK 188
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